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(57) Abstract 

Virus virions defective in F gene are successfully collected by using a Sendai virus genomic cDNA with deletion of F gene. Further, 
infectious viral particles defective in F gene are successfully constructed by using F-expression cells as helper cells. Also, virus virions 
defective in F gene and HN gene are successfully collected by using a virus genomic cDNA with deletion of both of F gene and HN gene. 
Further, infectious viral particles defective in F gene and HN gene are successfully produced by using F- and HN-expression cells as helper 
cells. A virus being defective in F gene and HN gene and having F protein is constructed by using F-expression cells as helper cells. 
Further, a VSV-G pseudo type virus is successfully constructed by using VSV-G-expression cells. Techniques for constructing these 
defective viruses contribute to the development of vectors of Paramyxoviridae usable in gene therapy. 
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mmm 

t5 (Lamb, R. A. & Kolakofsky,D. , Paraiyxoviridae: the viruses and their 
replication, in Fields Virology, 3rd edn, (Edited by B.N. Fields, D.M. Knipe 
& P.P Howley) pp. 1177-1204(Phi ladelphia, Lippincott-Raven. (1996)) 0 Ztl 
% (DttW. £ L T ff & &^ *? 9 -it V y 3- 1> J )\>7, -^HSV*^-;* fcHfc £ tlX £ 

RNA>>^;^^liSv^ite^#A»i:^tg^^^t^«fe^^ffl^^^-i:L 
TCD^t^xV^* 'Jr-f (Roberts, A. & Rose, J.,L, Virology 

247,1-6 (1998); Rose, J., Proc. Natl. Acad. Sci. USA 94, 14998-15000 (1996); 
Palese, P. et. al., Proc. Natl. Acad. Sci. USA 93, 11354-11358 (1996) ) 0 
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ribonucleoprotein complex; RNP) ©ffrC*#£U ^^^^RNA^-f ^XtCl.^tl 
3 J: o t^jMksmmftte® <Df J hMk\Z ; W y U y ^ X bt y y A©RNP^© 

4)\<7,\±&% ©RNA* 'J^7- t? £ 8 o T £ RM£ft £ »M K b T >M ;b X 
mRNA©<l£¥ * l£ * -f ^ X y J A -5 o®mt 1 % d t IZ V j -f 7. IIRNA 

(nsRNA) ^^^li?Si«0«ST'O^lU DNA7 
&l£g&^©iSI^&& (integration)fijg;: £&^o mz\Xmm±<»VmW& 

* - bT©££44 1 %±mz± % < m^-t £ © ^Sfrft § 0 

^M^li^tfxf ■JmWk'OJ JVT.V^X'&^yyj )VZ (Sendai 
virus; SeV) £&gbT#£o SeV&^MSv^ ^7sg| RNA^;i^T% ^ 
VV^-O^T* (paramyxovirus) 1:1b, murine parainfluenza virus©— 
So d © £ 4 ;i/*tt-o0x >^ u -7m* Z WX-$> >-y -f 

7? tf (hemagglutinin-neuraminidase; HN) i:7a-^3>^>^^S ( 
fusion protein; F) ^LtliffiKM U 3&**JCS# 

©RNAtflM -ft?*? U*7Df^ > (RNP) H^(*:©^-e#at"SRKA 

A&flUBJfctttBU ^cT-^;^©mRNA©fi?;&tJ c '5'V homMZfio 

(Bitzer, M. et al., J. Virol. 71(7): 5481-5486, 1997) c S-f ;U*x>^n- 
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'Vrfl&m (proteolytic cleavage) T* Fl £ F2 CJBSSfl (Kido, H. et al., 
Biopolymers (Peptide Science) 51(l):79-86, 1999), fSttMfiWfcsfc DKMI 

fc> (Z strain) *#«£*IT43 0, i^|gi7?*5tf otiat^L 

x-f ^IIRNA^^;U^^^^— cDcDNA^^>0(DlJRv^7 1 AOit l T%-tr>^"'f *?4 )\> 
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WiXmmbtz^y hcDWmMM, primitive^ ^^T^ommmM, t 

£*>IZ h li^ F3te^ £HN«e?© ffi 15 £ Xm £ * £SeV^ ? # — cDNA 

A ;i/X^£0i&t3#££«-£Ufco ^©SeV-^*-cDNA£, FUMffl 

£ © £ ? BJ§ v ^ 7. WA t> -i )l * £ t Vtz ^ffl lb Rjf££$r 

L iax >^a -^jlfc^M^ £ # - v * r- A £Wt«t 5:1" S ©T- £ 3 oF 

o 

btit, w\mmMfci L *&Mmiz^z£feiz%mtzmft^tiz^2> (Yu, 

D. et al. Genes cells 2, 457-466 (1997))„ COV-f ^*$RNA>M )\7. l/7"U 
□ >$:^-^{; Lfc^#-fc)U ft^^bTV^^^-r ^ 7il (positive- 
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strand) RNA^;b*T-fc3-feA U (Semi iki forest virus) £fc 

Y\f.*^4 frT, (Sindbis viruses) ©uri) r»>^^-^(3 Lfc^^;* 

cfc^a»A3tfe^©1t^X^fc{i^^^-v>^©ll« (flexibility) 
±»-oip0^ U y h^S.^S-b^^^M^^-lt ^*DNA£'J>& 
< i: & 4 kbp $ T* $ A Rjf^T- ») > X&m^ ? 9 - T« it £ e> C « Atf -i* # < 

kitHt£©primitive«K * ti 3 £ i: &%R UT H 5 d t d 

^-i4^#Jcj£^fflttaffli6H* *im&<Dm^? offset 

(1) (a)/^ ^ £ V^^^^70'M < tt-o©x>^D-7^W^JJS 

*au&v>ct-5ta!i^$nfe^7^^v^^;i/^tcs*"rs (-) i-*WA 

s (b) ^ (-) tft-#$RNAi:*§£t-£*W^ft 

(2) (-) m-*mwMfim& p*w?*«, 

5> (1) (ClEfs©^*-, 

(3) (-) H-*$lENA^^^t^^cfcot&^^nfea:>^D-7-^>/^ 
R©'i>fc< fc*-o*£tr. (1) gifctt (2) HiBftO'***-* 
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(4) VSV-G* W^Efc^tr* (1) frh (3) ®^Tn* i i3lB«o©^^^-> 

(5) (-) m-*Wk&-b>?4 •MJl/afc**'*-** (1) <P6 (4) 

(6) (-) »-*«RNA**$ e^^afi'F&^-KU-C^SN (D *6 (5) 

(7) (1) (6) (DUttlMzmmo^tt-^StlZ (-)«-*«RHA 

(8) (i) (6) cDv>-rn<ptciB«©^^^-©8t3t^st*)oT^ 
O) (i) *»e> (6) o^-rti*t:iB«©^^^-©»as*atf»-3r^ 

IUl^^!:eS^^tl^7^V^^^i;fi*t5 (-) «|-*«BNA, & 

ctrj^ (-) «H#8raNA£:fg-&-rs*>^*R> *»&&3«£<*&n ^>^n- 
:r*>/i*ft£&^1-£iifflil&C$A-raxfI, £J:7J 

(b) 8MK&tt*U ^©^#±»^^^^^^*0^5Xg N £^ 

do) xs (b) x>^a-r^w^ir**a-r* 

«h©£i£ITe&3, (8) Sfctt (9) t:IB«©m 

(11) ig(b) ii*»S«ia©«*C*v^, KJMB£n ^>-<d-7-^> 
/^ieit5W4II UTtg«^tr^s (8) i-fcli (9) CB«©a8U 

(12) «Bjia*s«S"rSx>^n-7 p ^>^^RO / >&< fc* 1"3#n afSB (- 
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t& i-Dtm-T*$>%, (8) (i i) ©^rn*»tiiB*os^ 
twe&z. (8) *>e> (12) ©v^-rn^cffi*©^^ fcw-rso 

£^ Z&V'&'f »7><D r NP N P s M, F, HN, £<fctfLjl£^j 

t^Ckatftffi^nSo ^fes — ffttc NPii£?(i rNite^j hitlers;: 

V7>\£U*?4 ))/7>m N P/C/V M F HN - L 
;i/-/7^;u*Jg N P/V M F HN (SH) L 
€-t'J^^;VXl N P/C/V M F H - L 
#1 x. li ^ ? < W J Jl^m (Paramyxoviridae ) (DUXVvyjfrX ( 
Respirovirus) t^Sii5t>^ &4 ;]/X<D&M&¥<Dt%&mM<D7 : --9'< 
-W^t-r>3>ttli, NP&fc^tlo^Ttt M29343, M30202, M30203, 
M30204, M51331, M55565, M69046, X17218. Pitfe^ CoOTfcJ: M30202, M30203, 
M30204, M55565, M69046, X00583, X17007, X17008s Co^Ttt D11446, 

K02742, M30202, M30203, M30204, M69046, U31956, X00584, X53056. Ffcfi^C 
ov^Ttt D00152, D11446, D17334, D17335, M30202, M30203, M30204, M69046, 
X00152, X02131, M&fcTlZ^Xlt D26475, M12397, M30202, M30203, M30204, 
M69046, X00586, X02808, X56131, Latfi^Ho^T li D00053, M30202, M30203, 
M30204, M69040, X00587, X58886^#^CDC to 
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So ^55*v*-f Htt^ x>^o-:7©rtaH3RHAfc* 
(Utf^l/tfT'nx'f >; RNP) fc£A/Cl>So HNPC 
^V^^ffl^VAffe5 (-) IS (*#-r-f 7*11) ©— 

#MA-efcD> ^>^^MJi-©RNA(;^ttm^^Mbto2»o 
©;^ S 7 yf**-r Ji/*** (aV<7^ 7*49^ ;i/*©'J>fc < 

~d © x > ^ p - 7° * > ^ * K £ ^ b 4 v ^ o 1 1 & & £ ft * 5 ^ 7 v 7 ^ ; i/ x 

Hfi*1"S (-) H-*WA, *J:V (b) IK (-) *-*«BIAfc»*1-** 

1****9 Pa (-) «|-*«HNAi:ii«*«tTf/*fettia»fc:lg 

m (-) *-*«BMAi:«^<*ft^«t-5^>^^ft©^i:*a5. -»£ 
N Mv^VO^TO (-) it-*tlRNA (TV ARNA) Ctt, NP^W^Rx P 
7 7^711, ££lfl,7>^7R#*S£-LTV^o ^©RNPll^ftSHNA*^ ;i/ 
2±QmW-&£V&®lV>tzlsb<DmMtft%> (Lamb, R.A., andD. Kolakofsky, 
1996, Paramyxoviridae : The viruses and their replication, pp. 1177-1204. In 
Fields Virology, 3rd edn. Fields, B. N., D. M. Knipe, and P. M. Howley et 
al. (ed.), Raven Press, New York, N. Y.)„ #SPJ3©1££tt£tt> fUXZV 

)ixc&*tz> (-) m--*mm&&v*ft£i6&*zx? ^vw 

* #V«7-OP*0 (-) «-*«HWAC^il?>©^ (NPs Px &£tfL 
SS(;#A^nfc^^^-«WF i 3^RNP^ti | l , I^^S^^^^^^ 

(c-^^nsRNA) ©n ctucttK flfcatfi****-^**-* 
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mmft-e&Gtt (rnp) t^$n*RHA*ti«-r«i6A*#-r4*»cD-c*ao 
, jW-?^*, >7^x>-tf^>r;i/^ (svs), th/^^f 

■7-01/7^7*-*© (-) fji-#|gRNA&, HS^tKi, NP*>/17K, P7 
t>^-^^fJ^ (Sendai virus; SeV) ^iffl-)^;Wffl^V A+M 

x(i^i5,ooo^t% ^ij^-^ymit vom^j-y-mmizmz, np 

#*^7^> K), P H (7 MJ ^77), F (7a-y 3 », HN 

(Do% F, HNn £efctf )\*&B=?-<D*)*>^?tlh\ £3 V^^ft£©iil#lirfc>-e£ 
^it^^y A£sSff-!r£c:i:fi£D, o:>^p-7-7 w*7fC££3au&vU 
?t;:&£-rs;:£:#T-££o #gcL<(iF3t£^££&HN«g^\ fcSUiFjtfi 

■? tmmteTomjj zkm u -o ^ 0 rnp©b/&£ t± z ti b com e KMgft i vfc 
to, np, p, w-?7«©#£T-e;:©^v arna (tf 7g|g;fcfcj:* 

#5^ 7g|) hii J: 0, #^©RNP£t!^-r3<l tifiX'Z So RNP 

^Jx.imc-MK2tt^i:*T-fTfc#Sc:i:* s T*#So NP, P, &&.VFl*> 

^Tb&^c MP*fim$it%tzlsblzmm£'£Z> NP N P, ;feJ;t>*Utfc?{i, ^7 
^-©yyAtn-K^tiS NP, P, &£ULMfc?t$E.£lzm-T-&Z>&m±& 

vv, -r&fr^, cn^©jife^3-K-rsMaM©T^7^E^(i, rnp>tva 
#n- b'tz>*>^?W(D7* jwmm : z<z>&&xtsi< t&,7; arna^-s-l 
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mm 1*1 t* ^ i % - & n m j& $ -tt -s m i z ^ > ^ □ - t ? > / ^ n £ ^ t % m £ 

□ - 7*^ > ^ «t 3 £«#-r s £ >r ^ * * - £ £gf s - 1 &x 
t^o c©«fc-5^^^-j±x -swi:»s^> MMft-zmzmmz-ttz 

^M-r?)-i:^T-§5o ztz. ^iz^xxm^^tz^y^u-rm^ 
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* (vsv) <dg*>wr (vsv-g) zmfzztiifiZ'gZa *%w(Drt? z 

t>4 JlX^tt-l*, VSV-G* W1 5 £x >f J h-fr&*t%t>4 )\>7, 

*%W<Dt? J JlZ^t? $ '-Its mn, (a) rt=? **V*4*-f )l7,<D'Pta< t& 
—dcdx- >^ o >/•? t n*%m L&i^ £ o nafc££ htz^ 7 ^ ? v t> 4 )i 
(-) M-*Wmk£tzlt?(DmffiMZ^- K lTS^*-DNA£, 

b) mmf&z%mbs zo^mtmtphtu )iMt^m^it^zt\z^^m^ 

tZZttfZ'ZZo ^*-DNA£&3I£-£3B$t3 v NF\ L, >;1^«£ 
*T £ < C h TRNPtfffM £ > ^ n - 7>? > j£ ^ ^ ;uj* 

ig-^fiRNA (*#5^:/fJ0 £fcfi^©fflligi (*^:r^7tJD *3-KLT^ 
JISF«3^te^^#S^i, t>4 fr-ZOXV'rJ ymz-b^iJ^j 7gjT-*>£^#, 

(D^>^u-7Mfc?(D*>A?MZ%mtZ>MM\zmfe$ti-?, m?ux, F,HN 
ite? KM-b frZ^t* -WMZft Itit ^ ff©^ £$g3lir 
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^x.y^u-y*?yn>?% (minx, vsv-g*w<#R) itm^zz-tbmtxh 

W<D\>7>7>7 *Zi/a>UMWmi%"e%%o DOTMA (BoehringerK 

Superfect (QIAGEN #301305), DOTAP, DOPE, DOSPER (Boehringer #1811169) fc 



WO 00/70070 



PCT/JPOO/03195 



-13- 

fcT-^-S (Calos, M.P., 1983, Proc. Natl. Acad. Sci. USA 80: 3015) o 

jo^d— wi^KfcLTlix •^'f ;mox>^d-7^ >/^SW 
*k 0«J;L«. «r^o*fifc:»»LdSJ;d«c, ifBf, U#>r\ SS*SS6 

mat 4 )vz^>7$-\±, mx.\t, ft&m&z&TZ'&ztztoi^ %tz\z, rna 
*&w<Dtn (-) m-*»A^t^«e^^=i-H-r^ 

-f ;i/ * ^ £ * -DNAiZ t § JSiai©t&*ffl ite^ ££P A 1-5o^^;i/^^^^ 

W "T 3 IB?!) £ I* At SCI (Journal of Virology, Vol.67, No.8 } 

1 993, p. 4822-4830) o ;i/*©#it£X (NP, P^ M, F, HN, & 

fK^jBaittiffti^^c-r-sfcaft, ^*ae^o«r*&»4»5tc3ia: e-i-s 
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(-) »A©3' JBCfi^Sif (»£S»>-r )VWfJ A±©3i£^&S££^T 
ftfc*e?©l63i*#fi<fc3o W*- 

ym(i^vNTi±Lite^©3' {i^iie^F^tf a-t^o 

ZofS - K-TS^^^-DNA*©^RiaiSi3f*ffiffit^*Jtfe^ 
Brftrnvrsc: i'O-^WH*^ ll»©IWIR»*B«EW 

^*3tfi : f&W-r5«aa^"b>^ > f 1 >^^^^^-^ 0S*fc^ Kato, A. et 
al., 1997, EMBO J. 16: 578-587St>*Yu, D. etal., 1997, Genes Cells 2: 457-466 

©is^fzipcT, ^©<ta(ctT^-r*cii:^-e§5o 

£3\ mM©^»e^©cDNA^SiB?'J^^tfDNATO^fflB1-^o DNAK*H± 
N 25ng/^lU±©^gT-«mMW{c*-©^7^ = H^flgBTfSSCli:^*?* 
U>. WT> ^*aie : F*NotIS(ftft|iJffll/r'>>f^y>'i»ft3-KtSDHA 

oTlJMrrS. Btofc* 5cDNA*»Efll©*CNotIB« 
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(ek ^se^'J (i) Rv&^mi&mm (s) (ei sk^d ©□t-^mnt 

Ztzltotz, NotIS"JKS^tO»{5SB^JSt>'|g¥^SH^ (E), ^SIEBJ (I) R 
vm^Mtfemw (S) hg&M£^©-^©IEBJ£^trr^T-*ri:bT, 7 
* 9 - h* {H^fiSDNAEBJS U $J-£fi£DNAE?iJ (T>T-b >xm)*ttmt 2> 

o 

Hffi^© 2 Jil±©7 * b^5^ h* (£? £ b < liGCG, GCC©NotIEfiM**©iB^J 
#^£ft&l^4iIS N HH$?£b<l£ACTT) £>IiRU ^ ©3' Not I fgJSsgflfiE 
gcggccgc U £ <i \Z -e ©3' M * ^- 9" - RBI b t £ 1© 9 i§S £ fc li 
9 1 6 OflS»*iD*fc»©iIS*ftin U * «©3' (lit ma©cDNA©BBJ&3 
K>ATG*6C:nftd»TOlff0»25*ISfflS©S5»J*^llPLfcJK»fc-r4. ^ 

(W^JEdc^ U =fDNA©3' ©*$! i: "T 5 d h $ b U 0 

u n-^fflj^j5gDNAiB5att5' e>ffi&© 2 ^±©7 * i/*^ k b < a 

GCG N GCC©NotI^g|5tea*©EBJ* J ^*n*l>4iIS, M« * b < l±ACTT) 

m®t%tzto<DW\mfrMV3mk*ttmtz>o z.<o*vzimk(D&z\*, Noti 

BttSMftgcggccgc£^«> N cDNA©ffiffi«l«[»EBIi:^J£-rSHr>^>r t?4)l>X\Z 

Ctt£ft£i8:ir1" 5 (l*fcifl>3 T6©;u-;i/ (rule of six)j ; Kolakofski, D. et 
al., J. Virol. 72:891-899, 1998) Q £ &KJ*AKrtf©3'fflJtC-fe>*">f i>>f 
©SE?!l©ffl|f^EBJ> ff£ b<fi5'-CTTTCACCCT-3\ I E2k #£L<tt5'- 
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AAG-3\ EEW©ffl»*E^ »*^<tt5'-T"TTCnACTACGG-3\ H*>\Z*<DV 

■J:JDNA©3'©*i&£-f So 

PCRtts ExTaq*y*7~tf £ffl^£iIS©£&£ffi^£^ 

^t.|5 c #3iL<ttVent*U*7~ fe* (NEB) fcJflOTfTl^ tf(@bfcgW»f 
Jtl±NotlT!?fHbLfcgL 77 >U K^^^-pBluescriptOHotlfiMiKffX-rSo 
|# 6 n &PCRS*©tt*EaJ £ - * x > - «B U IE U *E*J © 75 * S K 
*«K1-So Cffl77X^ F*&«^»tfftNotreWDaU x>^n-7it£ 
^fciWl-rS'^V AcDNA£^t?77 7 5. h* ©Notion £ D-->^"T*o £fc 
7^7. 5. K^^^— pBluescript*^*1*tHbtI»ttt:K»» AUliM*>^ 

^^^-^^^•a-^^^As-e^So^^^x^^^-DNA^^©^^ ^©Sfit 

SCfctf-ffSS (BP£&l§97/16539-5§; SI^^M97/16538^; Durbin, A.P. et 
al., 1997, Virology 235: 323-332; Whelan, S.P. etal., 1995, Proc. Natl. Acad. 
Sci. USA 92: 8388-8392; Schnell. M.J. et al., 1994, EMBO J. 13: 4195-4203; 
Radecke, F. et al., 1995, EMBO J. 14: 5773-5784; Lawson, N.D. et al., Proc. 
Natl. Acad. Sci. USA 92: 4477-4481; Garcin, D. et al., 1995, EMBO J. 14: 
6087-6094; Kato, A. et al., 1996, Genes Cells 1: 569-579; Baron, M.D. and 
Barrett, T., 1997, J. Virol. 71: 1265-1271; Bridgen, A. and Elliott, R.M., 
1996, Proc. Natl. Acad. Sci. USA 93: 15400-15404) o <M W>9 *-DNAK 
£lvC, mB?, HNMfi^ *uW*fettM»£?&**£tffc»£Kttx 
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-5) o 

mm ifim r> & a s <t a «A«ti & # s © s m © w t «t s m ci^tc^ 

©«M(3> dna^^*s« D m) h ft 5 £ 1:+^*^: &*5t^;i/* £ «fc o xra 

dHtli I«Of7>^7i^y3>MJfflt^o WHIZ, DOTMA 
(BoehringerK Superfect (QIAGEN #301305), DOTAK DOPE, D0SPER (Boehringer 
#1811169) tnZ&m-lbtiZo ®tLZ\±MZ.lZV>M*)\<i't?2>Zm^tzh ; 7 

SiftS* 1 * mMzb+frtemvdMfitAZZtbmbtiZ^Z (Graham, 
F.L. and Van Der Eb, J., 1973, Virology 52: 456; Wigler, M. and Silverstein, 
S., 1977, Cell 11: 223) Q Client £t>*0kayama& h 9 7 r-8ffi©S3Hbfc 
ftWU l)««S*««fci»«IO-f>*i^-5'3>*fl : fe 2-4% C0 2 , 35°C, 15 
~24l$IHk 2) DNA(iillI«^t)S«©*,©^fS«A s K<, 3) i*l88«*©DNA* 
g# 20~30//g/ml©^^Sii^MA J ^#^ftStlB^Lr^^§ (Chen, C. and 
Okayama, H., 1987, Mol. Cell. Biol. 7: 2745)o ©©£&&, -ji^^h^> 
77i^>>3 >£jgLTV>3o £<}iDEAE-r*X (Sigma #D-9885 M.W. 5 

xlO 5 ) £fc£ffig0DNAiRgit-e§S«!U r 9 7 x Zisa >£fr3;£i£#*n 
fcftT^So «^©^<lix>HV-A©*-C^»$ftTLSafc«>x 
if »Sfci&£*nP*>£j!jD;tSC fcfctf* 5 (Calos, M.P., 1983, Proc. Natl. 
Acad. Sci. USA 80: 3015) o (^(D^mtmMMKmtmttl^mX', ffl&Mft. 

mmm, >v\,x<dw^ otsra©***?; ma) ©&£> ^^yr-om 
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>St^#iiLTO6 0 $?3tUi SuperfectTransfectionRagent(QIAGEN, Cat No. 
301305), Sfcli DOSPERLiposoial Transfection Reagent (Boehringer Mannheim, 
Cat No. 1811169) #ffl^e>ft*o 

teJ^»(FCS)*«fctf!^*« (100 units/ml ^=*>'J >G*S«fc7J100//g/ml X h 
1/7 h v^>>) £^trg'>iJ^Jgife (MEM)^fflV^T■^t;^WI!iS*lfflBa»LLC-MK2 
£70~80%3>7*x>M;:£S U Ug/ml psoralen (V^b 

» wmmwm*zoftWM"c u fc, T7* u * ? sfi* 

^.y^i/— T^-<;i/^vTF7-3 (Fuerst, T.R. etal., Proc. Natl. Acad. Sci. USA 
83: 8122-8126,1986, Kato, A. et al., Genes Cells 1: 569-579, 1996) £2 PFU/ 
iiiJiST" V7 1/ >©Mfi*ctt>*UVBSilf^P^* J )il:PS-r^ 

«SSl«fH8^ 2-60/zgs J;t)»SU<li3-5/zg©±l3©«»i-b>^ 

S £>f S 7"^ * S F (24-0.5/zg©pGEM-N, 12-0.25/zg 

©pGEM-P, :fc«fctf 24-0.5 jug©pGEM-L. «fc t) £F £ b < tel^gCpGEM-N, 0.5/zg© 
pGEM-P, :fc<fctfl/*g©pGEM-L) (Kato, A. et al., Genes Cells 1: 569-579,1996 
) fc#£Superfect (QIAGEN&) Wf:W7i^>3 >$S«fffc«fc t> r7>*7 
x^^aVtS. h5>^7x^S/a>*ffofc«BI±^ mac«fc»)100^g/il 
©U7T>tf>'> (Sigma) &t^> h ^>77 bT^ K (AraC), £D£?£L<i;J: 
40^g/ml©^> hi/>77 bV 2/ K (AraC) (Sigma) ©#fc#frJfo»^©MEM-C*ig 
*U 7^^=T->-f^tict*«ia«xft*'J>K:i:^ »m;1/7©[h]«£ 
«*Ct5«kdt*ffl©«a«K*ia!«tS(Kato, A. etal., 1996, Genes Cells 
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1: 569-579) 0 h v 7 x * y 3 >fr f,48~72^S^tg#^ MfcHUKU 
£LLC-MK2mt h7>X7x/7y 3 >LT«lt £ot£#3~7 B&Kig»£ 

LLC-MK2«(Z fiJI UT tg^ f § d i: fc X o T -> -f ^ * * - &JffB 1" -5 £ 
#T- t s (^«J#M) 0 ^«±?f{3^*ni) ^-r ;i/^7jffi(i^«M*fS^(HA) 
»t5Ci:(:J;?)^n;i:^f#5o HAtt r en do-point #f?^j (Kato, 
A. et al., 1996, Genes Cells 1: 569-579) C«fc Q&fctZZ tifiZZZo f#£> 

£3&J£7k (PBS) ^h'T-?il:«UTM^tl^t--i>Ci:^T-^i)o *%W®ffi.m 

? * - 1 & \z ±§3©?t£fr £ h ti tz -7 ;u * ^ ^ * - £ $g £ 4S& £ -M\ 
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m^j , m&±, pp.i53-i72) 0 gfomat, muz. %mwz%mmizx 

tL9~12BF^ 37~38°C-£ig#U K£/&ft£-£6o x>^n-:7* 

t>j)iziz& t)&*)mz> 0 *(o'&. )i7>z$/vtm%mz®& 
zt&x%z (eait* a, ^^vxitrDFD-ji/j , *v 

AJl/ta-tt, pp. 68-73, (1995))o 

x£.mtz>z\t&x*%z>o zcD&oizLx&mztitz&S't'f )\>x\t, vzi-y 
mzb^mx&Zo ttz, :n^-i"fiv^it ^y^u-rmB^^mLx 

ft*mB?tLxmm<D%mmmB*zm^x^j)i*^*--*mmtti\z 
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(ex vivo) ft$\z&%&B*$m®^tti®l5mz&^X&, i£lt88j££J(Hf§T 
tf£C£#qJt£T*&3o ft^Sfc^UT gajffcs-K-f 

mtLxiz, mmfflMs ttz\mm^if(Dm,m^mm (apo 

fc?tLZ&,&mm Muc-l Muc-l*iA;f->*>^Al)lf-h^7^K ( 

#B^fFfg 5,744,144^), gplOOinJCfc & tiSo 

Ztt>£®Z$)2>o Z(D£otamte : f L tVX\t, WHIZ i)IL-2fc-#0UL-12 t 
<Dmfr£t># (Proc. Natl. Acad. Sci. USA 96 (15): 8591-8596, 1999). ii) 
IL-2^>*-7xO>-r (*m®&m 5,798,100^-K iii) mbX-ft^ hti% 

mm?u--mmm* (gm-csfk wmmmzfemttmtLtz m-csft iw 

(Dffl#£fc-fr (J. Neurosurgery 90 (6), 1115-1124 (1999)) ttZ&mif t>tl* 

o 

>^D-7\ B*SilftC43V^TJ^09^K^>^o-r*^ 5 (Vaccine, vol. 17, 
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No. 15-16, 1869-1882 (1999)), x-f XfcfclrVttt, flttttHIVgagSfcli SIVgag 
(J- Immunology (2000) vol. 164, 4968-4978), HIVx>^D-7* W< 

4 (Kaneko, H. et al., Virology 267: 8-16 (2000)). 3 l/5fc*WCtt, <*J* 
ttal/?**©!^.!^ b (CTB) (ArakawaT, etal., Nature Biotechnology 
(1998) 16(10): 934-8, ArakawaT, etal., Nature Biotechnology (1998) 16(3): 
292-7), tt**C*WCHU HittK**"^ (LodmellDLet 
al., 1998, Nature Medicine 4(8):949-52), ««*C*V^tt, tr^trn- 
TWA^BirHj'Wmi U. Med. Virol, 60, 200-204 (2000)) fc 

tits -jR*^©«ffl*#iL&n4.«R#ICi3TI4, flUttlSMS**^* 

al., J. Clin. Invest., 1999, 104(2) :189-94)o 

^^tfc^^^r^T-feSc^SeV-F^^fflV^LLC-MK2/F7©7D--y-^ h 

c «t d m t fete* * * tn^ * o 

®5 ti, fcfc*>^*g&8fflIS£ffl^fc*S* > f ^aoBJRfcttfc&IS* 
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^-Mfl&m>t> corns %mtm¥< t/*? LtzcttmrnLtzo 

2. LLC-m/F+ad^J^CV-l/F+adliTTV <W ;!/XAxCANCre£2in;L£**i^ft<D 

3. LLC-MKZ/F-ad^^^'CV-l/F-adiiT'^y ^ ;i/XAxCANCre£jta;LT^&l^ft 

4. LLC-MK2/F+ad 3rd(iT7V ^^^XAxCANCrer-il^^UfciUBBa^^ ^>(3 3 

6. Vacld££7JVac3dfi^ft-eft77:^y9'r )\,7,mW& 1 Bfc£t>'3 B©^fi 

7. AraCldi3«trjAraC3dJ±^tl^tiAraC$:^JPtT 1 B^<t7J3 BO^BflS^lit 

o 

8. chx idi5ctr>*cHx z&tzti^hw&^fmmmyj k^ml 

X 1 B*5ctt>*3 B©«^JI1"o 

0 6fc^ GFPa»AF££SeV cDNA(pSeV18 4 /AF-GFP)^F#^31LLC-MK2«lZ h 
7>X7^^v3>LTGFP©^ (RNP©&ffi) $m^bfc^$:^-r^*T-$> 
So *f{?^ LTF^£^£NP>I£^©3' 7 ;i/U F*&M{ZGFP£# 
ALfcSeV cDNA(Fi>^7;i/SSeV)^ffl^feo r a llj (iSeV cDNA©ftfetZ, NP,P,L5t 
fc?Z%mtZ>77X I h* (pGEM/NP, pGEM/P, SWEM/L) fcHMc h?>^7 
x^i/3>bt|)©^IWo r cDNAj tecDNA (pSeV18*/AF-GFP) h 5- > 

*7x^>3>£gfc>-f 0 RNPh^>^7i^^3>liGFP^^SUTVA^P0« 
&HHKU Opt i MEM (GIBCO BRL)C^?gU (10 7 «/ml), ^^^3[U< t>?I 
Lfcv-f -tr- M00/zl££^;J->tt'Jtf V-ADOSPER^-'J Vtf-vi' WW 
A) 25>ul^g£U ^S(3l5^P^atTA^, F^SIMflS (+ad) izmQL 
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^$W51»x7r^^M»D (-ad)«te4ffll^fco *©8*s PO© 
LLC-MK2iiiJj§ -C &GFP&SeV £ >T ;i/ X RNP©ff£fi££ « £ »S 1 3 3 £: ¥fl W t ^ 

^fcig*$^"r¥S-r*$)?>oRNP/oliRNP*aJi (overlay) LfcM£IIU RNP/t 
{£RNP£ transf ection L fcifflia*Ji1"o 

mmwrn tm*MMn£ mmtmrn u v u t$m&r-c 3 a bus 
m 9 f*3Mm&k*a ufc»£fc*mwcF**»M )iz#®m±mzmm 

«WI«ESP*^tr 7-f -tr- h £H»J 2 KgB*©FS83MBIJia£ >;*7x^>3>b 
, tg#±«^0iRbfco ^©tg«±?t^F^«©^«fe(3in^«^^ 3Bi 

izmmztitzizm-tmz, mmmMtmmmmmzmmizmnu hu^>> 
#s h ##£T-c 3 h isg* l .T«ttF*»»iiia©±fli©»^©tt** * -r 

o 

01 0«U F^cDNA^e»@itZ^nfcf>;^>©^VA^3i«E1-Sfc©xF 
^MflS©^^^*©^^**^^ total RNA^fftiiibTs Fi:HN?:7°o 
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mint, mcDmfc^tecmvmmvmtmmvfvk^mztf&tzzt 

Z^tM-?CR(Dm%:Z^t'¥nz-$>Z>o 1 :+18-NP, +18 Not I~tM h©#£©fi£ 
Eo 2 : M-GFP, GFP«fc^#F«fc^m&K#£t 3 C^©0E o 3 : mfc? 

o GFPgfe^M^M&K^SU NP<Z)3 , *^(:+18S*©NotI+j-'T btf&'K F 

jSts^MNAy y a © i: c t * #s t & v ^ z t ifimm z n tz » 

01 2 (i , -i7^;u^©FaHN(z^M^(3S^1-^.^=Jo^ k |g 
IgG(antiF, antiHN) £/B V > fe «fc 0 m^tz&m £^1" Ilffe 5 , * -f ;i/ 

■otZo 

m L fcRT-PCR© f$X &7Tx1- 0T* & -5 « 

01 5fcU Ffc&S!SeV'<**-t;:<fcSin vitroT«©^*i&*fflfl&^©i^!jMf£ 

01611 T£**Ott#ttifflflS (BMc-kit+/-) ^©F^SSeV^^^-©#A 
ft»«fLfc|g**5s-rBI"C*S. a&t^-ttPEHtt/GFPPst4£JIU 
iiPEH^/GFPHft^Jitc 
01 7(i, 7«> MH^©^**-© in vivo S#©i^3l£^-r^X-£&3o 
01 8HF ftMUMt- *> mm L fc F ^ »SeV^ ;u 7, £ tits ^«±r» ft F 
mLC-MK2«t«t. r »; r^>#«ET*fcl4*#aTl?3BIBI«*l/±fll+ 

01 911 01 8BtC*V^T»WaWCHAHH4-C»tjfe}|IS»(lane ll:fc<fctf 
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lane 12) ft«*BII^II»»^**2B«©Km*©HA assay&ftofcSg** 

in 2 1 i±,F&»$-f **tt?®*ia^© b7>^7x^>>3 >©e**^« 

* nn-C & % o LLC/VacT7/pGEM/FHN(iLLC-MK2 Mil 7 7 v - pGEM/FHN 

LLC-MK2«o LLCMK2/FHNmix(i F , H N«fc** A3 *lfcLLC-MK2«Tr 9 D — 
>yb-0^^«o LLC/FHW4LLC-MK2«JBCF, H N&£^£«A ITTfy 
■M**-C»SIB#a(3B!ft) OfBJBx M3> 2-6, 2-16, 3-3, 3-18, 3-22, 4- 
3, 5-9l^oz>yLf;^©«Wf 

0 2 3i±, pGEM/FHNcD«©W»©«V>^J:i)9^;i/^0^ : &5il^tfe^m 
^tl«* §o FHN*fl|GFP&31SeV cDNA, pGEM/NP, pGEM/P, pGEM/L, pGEM/FHN 

AraC,hyrS/>XD©MEHCX»U £ fcfc: 3 BIB**Ufco »fc*SA&2B 
B?gft£{HMUr?M*U pGEM/FM©«iJO©£ft©£^£&a^ GFP&M 
BS©£^OT">^^X©ff^^filEbfcc ^©*S«^lTo ^^^PGEM/FHN 
^^JULfe^'nfiGFP^^IfflflSOlA^ t) # s f8n!S£tlNpGEM/FHN®^iO#ftV^^{4 
GFP&Stli > 7> b ZtlftiP^tz 

twtWTJi, B9IBVB3BSOF HR#*9UUl (12well) fcPO RNP£fi 
BSfcttDOSPER&ffi^rU #7x^5/3 >U 4 B&£GFPSB*Ufco RNPh^ 
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L tz (±)<>Ade/Cre£^ U6 BfFigj^fzFHNg hmm%MZ ftfeiMCFHN 
^a^^;i/X^^«bti<i^T^fcCi:^iilit^ (T)o 

0 2 FHN^«GFP^^?l1-?,cDNA^^S^^nfe^-f ^^^l±LLC-MK2, 
LLC-MK2/F, LLC-MK2/HN, LLC-MK2/FHNM&LT h 'J ^ >©^jto®W3reig# 
L£i&m£^-f¥XT-&S 0 *&i!3 B^{;GFPMfi^31lfflJjS©l£AS«3&5t^Ufco 
^©i&m^-fo LLC-MKE/FHNT-O^GFPcDlS^^^^^ns CfEnM^r&te 

E12 7fci\ FHN^»^^;U^T*»tfcF^MflS©tg«±rfS*RNA© 
H2 8&, V^b> •\}m®lZ&tt2>V7\s><Dm&Z%ib$Vtzt%<D. V 

>? - t 7 4 )iz<D^mmt tim&*7fitmx'& z 0 
H3 0ii, v^> ■wmmLtzvtis-T'yj ^^commmm^ (cpe) £^ 

'7^^^T'i7^;i/X&iD0i=2-t-^^#^o 24^^, CPE£$|/ELfco i& 
MC^^-T-M^flcfcSCPEliA, 15, 20, & £ tf30fl«l3I t £ 7 £ 

tttz&w*7jiLtzmx-&Zo 

/7 i> - t- 7 ^ ; i/ ^ © £ <ffi 5 ^ I" H T* & § o 
M3 3{i,JaVSV-G^WZct5 7ai^^>^D^ hg?lft©*§3!£* lT¥IIT-&3 
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o 

03 4l4,tfVSV-Gftft£fflV^7D-- !M h ^ h U-«Wf©tt***tH-C* 
§ c AxCANCre!®SS4Bi©LLC-MK2VSV-GSI*fB3Sac (LI) (moi=0, 2.5, 5) ©8? 
*HS*ftijVro -&ftftJ4fciVSV-Gj5if* (MoAbI-1), -fttfi#(4FITC<b ftT-j?* 

03 5(4, AxCANCre ©«S (M0I=O, 1-2 5. 2.5, 5, 10) 

!S&&±i£&l§|JKU ££>l;:VSV-G fj§«jiu(-), ^>»&(+)©«t;:«£^ 5 
Bi©GFP OMl-CU5l^g$t^I^tI^$5. 

03 7(4, vsv-g &s«£ffl^-a#£>ftfcF ae-fft^u&y^ h*m?% 

*, a _ J? £ ^ 7*-fe > 4 )l 7 £ «fc ^FHN^» -fe > -Ol^ £ IftVSVtftft T* 
0 3 814, GFPMfc^£^t?F, HNfc5fcSHr>*V VSV-GMfi^S 

«bllcg-lik:*»*^ vsv-G^^cwr^^a-K^^T-^^^x©^^* 5 

03 9 14, vsv-g %te?%m,m®x-mm\stz*4 m ^m-c 

04 i {4, x>^d -?$m ~7 z 7 7\ \ttfflmmm<Dmfr&t>-&i l z&z>se\/& 

F-GFP©S»j£»*®ft±fc^-fBlT?&5o PO ©d3~d4 (30g~4H 

04 214, x^D-r«S77^; Hi:iSBIMJB©iia*-&*5*t«t*SeV/A 
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X' & -5 o x > ^ n - 7%m77 7. \ K t MMM (M&frS t> \Z J: 5 SeV/ A F-GFP 
OSMaffflfqli^itc 7B g * U > HM4 2: fc * #x J&ttflS*© 

04 4\ts GFP£^£fc^LacZfg« F fcfcSHr>^>f £>f ;i/*^**-CDlacZ 

Notl+M hftllAL«fllUfe58a©"fe>^-f ^-f^^yyAcDHAOWJfi (B) £ 
04 6(i, SEAPOotltK K <E¥HBft*>WK itWBM* *S¥»*S'>^ 

T'& 2> o LAS1000T*® 15 &A,£ 7*7 - £ 7 y -b -f ©m#®^©-g&£^-r » 

04 8tt> &*>yj <5J )lX^t?*-miZ#ttZl'X-9--&fc? (SEAP) 
©«3S*©a^*Jt«Lfejg**^-r0tf&So SeV18+/SEAP©^-* £1002: L 

04 9«. PI FHN»«a«BIIISfc:*ttSGFP|g31S^"rR««IW-e&So 
05Ott, VSV-G^a-K^^7-SeV/AF:GFP^«CDfflairl^s ftFtaft ( 

anti-FK JriWft (anti-HNX Jfi* ftZtM* (anti-SeV) £fflV>T^ 

05 lit, ^fQUttt (VGTOfc) ©#^T^fel±^#ffiTT*F*«t^HN^^» L 
VSV-G*> j. - Y $ 4 mm 2 # £«©GFP©3t# & * t T* 5 0 
05 2iis 2&jg40iBS3S^ffi&ffl^T^libfeFiie^fe2)VMiF, HNitfc^fc 
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^4)\,mz&5 BimmMfci& **tmn-?:fr2>o 

a _ h ^ ^ r-b>*M cm ;i/^(c e ts^ii^iiia^©»^t4^^-ria'rfe5o 

0 5 5^ NGF«3a&*«tfcF^5feS-b>^-f 9 -Ob* (NGF/SeV/AF) ©fif£ 

0 5 6f±s NGFjfiff^fflSeVftlftilllia^OJBa^nSNGFCiiSttft^-ria-Cft 
£ D -9 hU®m«^ii5©^{mM)iS^TO*^ts tg«^^li5]B#i3SeV 
*»«IB©«*±?«#R**V^tt3 > h n-;i/fc bT©NGFga£«ftlU 3 
hD>H«;Tt«tS«7C«tt*Ji«i:LT^«Bllia*^*tfc (n=3) 0 Jg«± 

m\t i/iooo#*mb s jESftn b tz o 

0 5 7fcfc, HGF»W^5feSSeV«IJUiJB«fcO»3B$n5HGF©tSttft*-r«-C 
«ft«IJfi©«*±»#R**^tt=»> hn-;i/fcbT©NGFgfi&i8iinU 3 

A) z?>ha— ;i/ (NGF^iPMb)s 

B) NGFgmOng/mHRiHK 

C) MGF/SeV«»«IB««±ail/100#R»llO, 

D) NGF/SeV^^^flSt^*Ji7»l/l00^r^R^in. 

E) NGF/SeV/AF««^«±m/100#fR» 

F ) HGF/SeV/AF-GFP«»«JBJS*±tf l/lOO*R»ftI 
05 8lix Ad-Cre©moi^Fge©^3ifi*^1"Mt*feSo 

05 9«u Adeno-Cret«l:SLLC-MK2/F0f63K**1"^Kt?*So 
06O(i> ^tw«);S^3S©^<4S^TMT-feSo 

06 uz, mmz&zm&<Dm&<k*7Fm?&z>o 
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16 211 GFP^IUfcffiSeV^I0fc©tBHH«fc**H-e*3o 

[«^ji] Y'R'm.^yyitu )V7,(Dmm 
<i> fk&msewy^cmk&^vmmr^xi K©*#£g 

•b>y^ (SeV) ^r^V AcDNA, pSeV18 + b( + ) (Hasan, M. K. et al., 

1997, J. General Virology 78: 2813-2820) (r p SeV18 + b(+)j J± r p SeV18 4 j t 
©cDNA^SphI/KpnIT-^bbT7 7^^ > Ml4673bp)£[§]JR U pUC18 
(;^D-->yu^l^77X^ KpUC18/KSi:tfcoF^gp<iL©«^liCCD 
pUC18/KS±T*ff ofeo Fjtfe^O^aH PCR-7^ >1j&(Dmfr£t>itT- 
frl\ &mt LTF«£?©0RF (ATG-TGA=1698bp) £fi&(^Tatgcatgccggcagatga 
(IB?"J#^: 1) Tg^U F^^SeV^y AcDNA ( P SeV18VAF) ^M^bfc 
oPCRU F©±M(cli (forward: 5' -gttgagtactgcaagagc/K?!J#-^ : 2, reverse: 
5' -tttgccggcatgcatgtttcccaaggggagagttttgcaacc/E^U#-?- : 3 X Fjtfe^CDT 
ftttte (forward: 5'-atgcatgccggcagatga/E?!JS-^ : 4, reverse: 5'- 
tgggtgaatgagagaatcagc/IH?'J#-t : 5) ©PCRS^£EcoT22lT:^ Ltz 0 
o^nhhtzrv-Zl. K?:SacIi:SalIT"^bLTsF^aM^^tfM©»fjt ( 
4931bp) £@]JKLTpUC18£^D-^>^U pUC18/dFSS£ L£o C©pUC18/dFSS 
£DraIIIT*MLT> Kffr^HUK UTpSeV18'©F3t<S^ £^tffii$©DraIIIH?rK- 
£St&;Ls 7^-i/3>l / T7'7^? KpSeVlS* /AF 

F*&M(ZEGFPit£^£&mL*:cDNA (pSeV18 4 /AF-GFP) ^^^"T 
Sfcfe,PCR(3 J: ^ .EGFPfife^Olfjii^fTo feoEGFPMfi^^ 6 ©fgi((Hausmann, 
S. et al., RNA 2, 1033-1045 (1996)) H 5' liNsil-taildT"^^ T 

— (5'-atgcatatggtgatgcggttttggcagtac : IB^JS-sf : 6 )> 3' liNgoMIV-tailed:/ 
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^^• 7 _(5'-T gcC ggctattattacttgtacagctcgtc : fi«^§ : 7 )£ffl^TPCR£fr 
ofco PCRg%£l&IIE»&NsiI fcNgoMIVTf$fbLTy;i/fr£»rJt*lslJRU 
P UC18/dFSS©F*£M£fc£NsiI i:Ng6MIVi:^-5IWIR»*f»ttt*ISU, 
*x>*£itaUfco dd*^ EGFP3tfc J ?££tfDraIII*r#£ll«lU pSeV18 + 
©F*fi?*£tofW0DraIIIKrfr 7^'->>3>bt77^? r* 

pSeV18 + /AF-GFP £f#fco 

-£ N FJte : F*«3EB-rSCre/loxPSI*S«3S7 , 7^^ K OfllfcfctSeV F»frP 
£PCR-£*HiU v-^>X«Ebfc^ Cre DNA'J □ >K*~ BCJ: 
mWlZmmmMZtiZ «t a t»th*iifc^7 * 5 KpCALNdlw(Arai£ J. 
Virology72,1998,plll5-1121)CD^.x--^+M b SwalSMftfcHfAU 77*5 K 
pCALNdLw/Fi: tfco 

<2> SeV-F^S^il^St^^^^-W©^S 
F^»y>'A*»6*fft'>'f ^tt^*EUR1"Sfc«>- SeV-F5S*l6a-r*^l/ 

ffllStiU LLC-MK2«Bll&*fflOfco LLC-MK2M3\ lO%®MJILfc^»Kb^>)i& 
BJfli?S(FBS)x ^^>V>G±h USA 50#&/mh *3<tt^^ M/7rT-f *>> 50 
// g /ml^WbfcMEMtr37°C, 5% CO^Jgfcbfco SeV-Fit£?»MM»t4 
l^fSfcfc, Cre DNAU 3 >£:)-—- b?£cfc 9Fite : ?M&ftaMB3S3ft3<k , 5 
H»tf^tLfe±S37'"7^^ KpCAlNdLw/F*. (mammalian 
transfection kit (Stratagene)) K J; ^£>7a h n-;i/KftoTLLC-MK2 flfl 

I0cm7^-h£fflv\ 40%^>7;Ui> h^T'^WbfcLLC-MK2«{Cl0^g© 
7*7 >U KpCALNdLw/F£#A^ lQnl©HH FBS££trMEMJg«lCt\ 37°C© 5 % 
C0 2 ^>^a^-^-*"C-24^tg#Lfeo mH&CfllllS&tttfU lOilJg* 
C!B»^ lOcm^-U 5#£ffil\ 5ml ltk 2ml 2$, 0.2ml 2*fcKf§#s G418 
(GIBC0-BRL)^1200>ag/mlS^tfl0mlcD10%FBS^^trMEMJgftb{3-t^#§fTV^s 2 
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30tt£llJfcLfco ^^D->ttl0cm7-b- hT'3>7;Ux> M3 

#^o->(ZOUTCre DNA'J u > Mi— b? Zmfi-WkZ-T? S t>J)l 
^AxCANCre-eM^s fctSeV-F^Sff^y * D -^-;HgG (f236, J. Biochem. 123: 
1064-1072) £ffl^-tSeV-Fg£©&3I££x;**>7D y hSia tmT©efc5 

*AxCANCre££j&£©;£i£ (Saito et al., Nucl. Acids Res. 23: 3816-3821 
(1995); Arai, T.et al., J Virol 72,1115-1121 (1998)) moi=3 T*M 

, *^-n-T*tt£te#U 1 500 x gt- 5 ^f^jl^U 3fflJ3§£H#)fco 

M^BS(i-80°C U &m iZ fa D T 8?<* L T 1" S d £ #T' £ 3 „ * to & 
M(il50,ul PBSAy7 7 — USSSSL (5li©2xTris-SDS-BME sample loading 
buffer (0.625M Tris, pH 6.8, 5%SDS, 25% 2-ME, 50% glycerol, 0.025%BPB, Owl 
tt£t) fcilD*.* 98°C 3»l»llilffl!i5ll(:«Lf:. ( 1 U- 

>^fct>lxio 5 ifflSS) £SDS-*UT7 U;i/7^ r*y;i/ (v;u^y;no/20s »- 

h&fZcfc SPVOFteW (Immobilon-P transfer membranes, Mill iporettiO (clE 
ILL fe^iil00% ^^y-;K;30#\ 7kt330#Hiil,&e^]R£<£Jfl U 
ImA/cm 2 £«SE©£#-e 1 B#ISfT-3fco 

Kte¥JK£0.05%Tween20, 1 %BSA£gSft]Lfc7*P -^>^|j((7n y 
X, SMS) 1 Bf H1E»&> 0.05%Tween20, 1 %BSA^^iaLfc^o 
^MT-l/lOOO^IRLfeUiSeV-F^ (f236) T?gST2IS|g|£ji&<*#fco HI? 
18l£3ll]20ml©PBS-0.1%Tween20£ 5^SIUetfel, PBS^®$T* 5# 
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IBfi»L«»bfe.R«£¥K*0.05%Tween20,l%BSA*»ftILferny4r>y* 
^T-l/2000#IRtfc^-^^^^-^«s®tfc^^XlgGtitft (Goat anti- 
mouse IgG, ZymedttiO lOilS^St 1 B#IHKi63*fco I£te^J££3£20iiil© 
PBS-0.1%Tween20£ 5#Hfi»bTftfrL&8LPBS«ir»n? 5 £HHS* bfltf* b 

fee 

1W$6#& (ECL western blotting detection reagents, AmershamttSD t3<fc 

5 #isev-Ftn;& t &x©& e, n a ssts^BUog a ft * ff o & 0 «s*t±ia i 

IC^to AxCANCreSR^^W&SeV-FClSS^tftm^tis SeV-Fjtfi^M«a§a£ 
»3»f « LLC-MK2*fflfl&©ft ffl #fll& * ft fc » 

^ M HJ-tWrfcfrofc (H2)o -f£fc*» lxl0 5 «£15,000rpi4°CT* 
5^IB^K>^»>>U PBS 200^17?*^ U lOO&fcRbfct/iff^^o-^/Ujft 
ft: (f236)s 0.05%T^^-h';^A, 2%FCS£^tfFACSfflPBS (Blibf) T-4 
°C, l«flHa*LTRiB**fco ST/I5,000rpn 4°CT?5^X tf>^^> U PBS 
200/zl?ft#U FITCBiabfeJa^^^IgG (CAPPELtt) l/zg/«li:30#lffl*±T! 
&Jfo£i*\ ST/PBS200//1 7! ift&U 15,000rpm 4°CT-5^ii^bTSeJ!a4XK 
>^*>U lml©FACSJ8PBS£S*bfco EPICS ELITE T ;!/=»* 

>b— tf_£ffl^7\ ®^^ft488nm, g#»ft525nrC#tff bfco *©<6*n 
LLC-MK2/F7 tii SeV-Fafi^R^^^MWCa^fccav^^tt^W* 

*u sev-Fs a «#«it ® k $ggt $ ft a z t mis z n & • 

2 ] ^;w^-ifflie-C83B£ftfcSeV-F* >^*R©«tl*B 
^;i/^-«BfiT?R#»3»* ft*:SeV-F§ S |f&ft#©S S^aWcftT 

LLC-MK2/F7«Dl!g*6cB^^-Kl#§N => >7^> h £-C£W3"£&&n T:r 
y^^;i/XAxCANCre^^?,©^(±IB)l3«tt)moi=3T*«^> h'J^» ( 
7.5/xg/ml, GIBC0BRL)£^t?MEM (serum free)T-37 0 C 5%C0 2 ^>*a^-*- 
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r&KJ: SSBSiSftfcFSaJt© h U :7'>>KJ;SJ»g£JiKL;MEI3)oSeV-F 

mu mmzhtzFmmzxzmmmmmmmzti-?. Fm&%mmmm±x 
(Dmmmti&mmzhtiLfritzo t^u zoF^mmmzsev-m^My^xi 

K(pCAG/SeV-HN)£ h7>^7x^-> 3 >LT h U 7*>> >£^trMEMf 3HF^ig# 

iffflfi§M^©Mfl^ (Hematoadsorpt ion assay; Had assey) TStEbfc (0 4 
)o tttt>*>, t%mmife\Z 1 %-7 p U*Jfltf*ft lml/dish^iP^, 4°CT?10^M# 
BLfcgL «l!S&PBS«»fcT?31iffi$t / fca:;r^ MM©^MO^d-- 

ffl U«l^^^l^: LfcCl U LLC-MK2/F7"T;£f ^$*3! L T V ^ 3 F 

[nas0>j 3 ] m&mv; t**ft^mmmm&&v\z*v*><Dftm 

^S^^;i/^©0iRT-litU^>©13JR<i^^>^^K^«^^^'i:< 

i: c 5 s fkmsemnmmzizm^tz 7^>>-7^^;^{a!3^- 

«tt^e>©Fga^31^^<i> J P^ ^7Lfe:Ml (0 5)> ^;W1 

* ^=794 S V7 b >(psoralen)»T-fiM^^(long-waveUV 
) TCffiS (PLWUVJSLS) ii> )l,Z®&Mmt)*£;fe$it. T7fg 

3SiS&#8&fc>&^£fc#IB£;*ft"r^3 (Tsung*,, J Virol 70,165-171, 1996 
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)o *£-C\ ZtDVLmmmLtzVti'-Tt'UIZ (PLWUV-VacT7) Sr/B^T-M 

Stratakinker 2400 (** uV^*% 400676 (100V), * h v>? *->tt, La Jolla, 
CA,USA) fcffll^fco *©i^ W^(ZfflV^fcF^M»?>Fge©^iill 
g£*i£&©©^ ©PLWUV-VacT7tr Sflf H t & ,«© lysate £ > \ -iM^ 

ae^atltJBifCTtttV^fc^fllfltfe* *?>^ £©PLWUV-VacT7£flJ^fc 
ffi^x.M^SeV©H^-Cfi«*n0 5 UU:0»B* J fc^fc , M ;i>X#HUK 

F^»SPffitw enhanced green fluorescent protein(EGFP) 
fcLT6n*-*fc*oT*AUfc±B pSeV18V AF-GFP tTEOiiCU 
LLC-MK2«3 h7>77x^a> UTGFP©*S4«* t fcod ©BtRWfiKH 

LLC-MK2 «£5xl0 6 cells/dish X 100mm ^ h UMKiB^ 24I$IHJ3*8L V 
7l/>fcS8g^8 (365nm) T- 20£flMUIU T7RNA#>J ^ 5— 
%\)uy\i-yy YWiz-T^J frX (Fuerst, T.R. etal., Proc. Natl. Acad. 
Sci. USA 83, 8122-8126 (1986)) KM* 1 ("«oi=2) (moi=2~3 

, »«t:liioi=2*»fflV^ilS)o «jaft3@ft»LT*&^^^ K pSeV187 
AF-GFP, pGEM/NP, pGEM/P, £?>*pGEM/L(Kato, A. et al., Genes cells 1, 
569-579 (1996)) &*ft*iU2/zg, 4/zg, 2>ug, SV4/zg /dish ©*JfC 
0ptiMEM(GIBC0)HMU SuperFect transfection reagent(l//g DNA/5//1 © 
SuperFect, QIAGEN)£AftTiil£ U MfClO ftHttBlfc «*«fc»FBS*£ 
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tfOptiMEM 3mH3A*U IIBIStjSllnLT»*Lfe. pSeV18 4 /AF-GFP ©ttfr *) C» 
HBi: UT»£SSeV$V AcDNA (pSeV(+)) (Kato, A. et al., Genes cells 1, 
569-579 (1996)) £^TE«©ll»fcfTofco 3 BtlSig*^ M£ 
££&(^MEM T- 2®ffi&U ^ bv>/?-D-T7 77^ v K40^g/ml (AraC 
, Sigma), h ';rv>7.5/zg/ml (GIBCO) £^trMEMT-70B#F^ig# Ufco 
8flfl§£H]iKLs h£OptiMEM £JB»b& (10 7 cells/ ml ) e «^S!^^3 

[s]££t>?gLTlipofection reagent DOSPER (Boehringer mannheim) L ( 
10 6 cells/25//l DOSPER) ^T*15t};&S L7c&, F#83ELLC-MK2/F7 WMmz Y 7 
>^7i^>>3> (10 6 cells /well 12-well-plate) U lfil?i£^3;&^MEM (40 
/zg/ml AraC, 7.5//g/ml h V 7is >£^if )T*tg# Ufeo 

#GFP©$g3E#fS&*>ft, ^ae^&JBS'TS^^'f^^RNP^figtffS^ 
fctfWBLfc (B6), 

SiP&W^feo BUxEtfc«tdt«|gfl?lH»P^fie$fLS^ (pSeV187AF-GFP, 
pGEM/NP, pGEM/P, &7JpGEM/L£|s|f$lC h 7 >7> 7 x * h 1" £^ft) £JfM£ft 
&V^# (pSeV187AF-GFP, pGEM/NP02tt©7*7 7x^ h*®^h7>77i^ h 

7'J^V-Ai: S£ UF«%U i:*»5Wl»t3 ZMft 'J*7i^i/3>U: 

»liWRHP*s||«Si*nfe*fF©7>r-b-r^ffll\ F*3HliBHilXLfe 
WztoHm&wmofcifibifiV&Zixtz (H7)o 7-7-77^^ 
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t%m±m *©»t4 f K^m t u # >©#£& wT®**t3 «t d see zntzj 

JS*fiCHI$C*inU h U7*S/>#a£fc*#ST-C3BIH«*bfe«F«a«lia 
(El 9 TSU fctt r ] ) >##fiETtf«* Lfc F ^MiS^ ft 

©3 JKiRGFPaB* >f ;b^l±F»SIBIIBt:«f»W*-3 p l ) ^> >Mmtfa&m 
tJtMSn^ia:* 8 ^^**^*^^ £©cfcdHil*i£ftfc«ttF*»-fe> 
*M $>f Jl/*©*-!' *-ii0.5xl0 7 ~lxl0 7 CIU/ml©®Hf~£^fc<> 
[H»J4] FfcjfeS!GFM8JR«>-f;i>*©flWr 

F&£cDNAfr£[|]lK£ftfc tf U * >©$V Ail^IIt^ fc©,FfgS«© 
J»«±»»t I © , >'f^*lHl«U total RNA^ffltat-C, FtHH*7*D-7*C 

HN^^ii^aj^nfc* s F5ie^ii^ad^ni i sF^K?^"i7^>'i/x^yA±t# 

gL&V^fcffWfefrfc&^fctHlOJoSS) CRT-PCRfc «t t) GFP©it£? ttcDNA 
©«3g©&fcE8©F©fcfc&(iK#£**3£fc (01 IK ffe©*^© 

^^l3rt^^U*^RNP^5ii:7.>'W7^3ife*t-tv^fc (014), * 
■^^©FfcHNtlftRWKKJfc'f S&SB'f h**§MgG(antiF,antiHN)£ 
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<Total RNAOjftttl, y-if>7n^tt, &£t>'RT-PCR> 

F^aiMSLLC-WE/FTO-f ;U^«»UT 3 B i©ig#±^e>QIAamp Viral 
RNAmini kit(QIAGEN)£flH\ ?®7d h =i-;uH^^total RNACDJSiU^^ofc 
o UKUfetotal RNA (5/zg ) 6*AA7^ft Kfc^tf 1 %£&7HU-Z? 
MzXW.W)5rM\^Xti>t>, M*3f:L— A7n vf-f >^S (Amersham Pharmacia 
tt)&ffll>Hybond-N+* >7^>(l h7>777lfc o Mlit^>77>li0.05H 
©NaOHT?@5£U 2fg#»?UfcSSC<iar* (Nacalai tesque) T^r-Tl^i^ /W 
rU^-B->3>8« (Boehringrer Mannheim) -C30OT71WW 7'j ?y -fe* 
—>3>£fTofc 0 y=f**>>fr:> (DIG) -dUTP(7;i/# UflSStt) *fflO&v> 
^A77^ ADNAffi|ft&(DIG DNA Labeling Kit, Boehringer mannheim)(;«fc Oft 
BgLfeFfeS^iiHN^fe^OT-n-r^jDUTie^^^ 7U *W XStffco 
^©&, ^>77>»lt, T;i/*U7*^7*^— KtHltKDIGttft 
(anti-digoxigenin-AP)i:SJ^c c 1t> DIG ditection kit£ffll>T8?#r Lfco -£© 

man?, mfc^tft* ; i>±\z&&i,tji^zt&w <bt>tteitz(mi 

0)o 

^ ^tET-PCRCt DP«B&»*f&fT-3feo RT-PCRtttt»Ufc»7-f ;i/7RNAfc 
SUPERSCRIPTII Preamplification System(Gibco BRL)*ffll\ ^®7o hn-^ 
fcft^first strand cDNA ££J5&U LA PCR kit (TAKARA ver2.1)£JiH>T&© 
«t o PCR^rof;, 94°C/3^SJiS^s 94 o C/45^,55 o C/45#,72°C/90 

iim 7»£lt3oim ^ )i^mm\,x72°cxio^mm^. 2%thu-z 

y;i/T*100v/30^*mac»LTx^i?^A7nT^ K»fiU »fBLfc 0 Miffed 
i:F^^feaJ^4t»AtfcEGFP<Z)^iSt:fflV^&77>f v-iiforward 1 :5'- 
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atcagagacctgcgacaatgc (IE?'J§^ : 8) , reverse 1 : 5' -aagtcgtgctgcttcatgtgg 

(iforward2 : 5' -acaaccactacctgagcacccagtc (IE?!]#^" : 10) .reverse 2 
: 5' -gcctaacacatccagagatcg (SH^JS^ : UK Miifc^ iiHNjtfc^ 

fc©H|{±forward3: 5' -acattcatgagtcagctcgc (BE^J§^ : 1 2) £reverse27- 
(mm^: 1 1) T?ffofc. GFP©afi*ttdHIAffl*»<D» 
J:R»CDF©*ife«ffllc#a-rsci: (HI IK {l!j©atfeiP©*i£8:»£ 
ffli:H«Tf*«i:i:*«Bbfc (HI 3) 0 W±©ci:iP^^^^S^*t3y 
y A©fSlBfifclijgST^&l , »;: h#^£tlfc° 

M*74 ;i/^««©tg*±?i : &28,000rpni,30^^bTO^ Jl/***^ r 
tCbfc'#T*, lX10 9 HAU/ml{C^^ e fc9C10^#f?tfcPBSC#Mt^ ^©-*i§£ 

>%^tfPBSH J: t) 15#HHJ£*IS8K 0.1%BSA&£ifPBS«fc?30#«F«LJI£ b 
. $fetH*«7?200^#RtfctW i E>'^n^-;i/Jfi;fl:(f236K Sfelitftffli^y 
tu—r)\,W& (Miura, N. et al., Exp. Cell Res. (1982) 141: 409-420) « 

#k tfe^n d a vwmsr* t? x igc^^^T btpi b < «att»-c6o^nBfi 

h©±C4%©M«>7 = ->A«*'T!2^nij»6tlB«**fc±x JEM-1200EXII* 

-70*;W ^««»*FfcHN©^ W^ft*»&ft5^ tiWblrtl* D(H 1 2 
K^;v;^--«©M-r^F^>;^«* s -©tU^>(C^W(3m!3ji^nT 

(I^'J*;u^RNP^B^X;U^«mB^WbT^fc (HI 4)o 
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[HS&0!l5] F^SSeV^^^-lZiSin vitro^©^&«^©iiM 
o £$gl8BSD^y h (SPF/VAF Crj: CD, J£. 332g,~9 M Charles River)*:^ 

imm {5%^^!kmt5%?*mm. io%dmso£^&) dmem»u *^*lt 

7jc^#£PLfc^W (1.5U, y^r^ >0.2mg, Vi/Mmr^?^ >0.2mg 

, ^;m-^5mg, DNaseO.lmg/ml) £Sn;L> 32°CT- 5^^HfEMif bT15^ 

WLX mmXMt *> l£ h \Z & £ £ X if it J > 9 * fi S SI U <>32'C \Z X 1200rpm 
5#fMlj5|i|> Lfc^>iSiJl&£:B27 supplements Lfcneural basal medium (GibcoBRL, 
Burlington, Ontario, Canada )HH!S?S U # 'J -d- U S> XBecton Dickinson 
Labware, Bedford, MA, U.S.A. ) X o - =r 4 > ? £ tl tz 7 V - h ± £ 
lxl0 5 cells/dishdf £ s 37°C, 5%C0 2 Xi%m*ft^fz 0 

?(DMmnwttt$mnmmm 5xio 5 /weii=&5B^», F^&ssev^* 

(moi=5K £ t>lz3Bmi%mLtzo 1% /t7^M7il/fth\ 5 
% -^M, 0.5% Triton-X£^tfH£$T-5#MiS-e@5£U BlockAce(S 

%}%M)izxmu2mm7n v^yy^xm^z^ztitz^*^ y h 

microtubule-associated protein 2 (MAP-2) (Boerhinger) IgGi: £UX 1 B#Fh] 
^>^a^->> 3 >LfcoPBS(-)T* 1 5^^311^^ 5%^^jfii^/PBST*100 

fe%ffi£ntzcysz-ife&m^^ zigGtmux immj y*!-^-^ b > Ltz<, $ 

^>(;PBS(-)t 1 5frmiz 3 $HflS£Vectashield mounting medium 

(Vector Laboratories, Burlingame, U.S.A. ) *P x. > £^;&fl^li (Nippon 
Bio-Rad MRC 1024, Japan) X 470-500-nm tz it 510-550-nm (D excitation 
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band-pass filter Sttttfc Nikon Diaphot 300 #J±P,MT"MAP-2©ft«&^ 
GFP©abteC*S2SSfcft0St#fM**fTo&. *0lS*x MAP2 UttMW^ 
liGFP^(5(S100%*A^nfcCi:^B^A ) ^^^o^ (HI 5 ) Q 

<Mb MfflBS-NCD^A> 

37°C, 5% C0 2 T"l$«bfc o 

lEtb h¥r#MBS (HI 1 5, Muscled iEfcb MfffMS (HI 5, Liver), IE 
*t mf€«Jft»rt«M(iai 5, Lung)«©t HEflfWSCF^ifeSISeV^^^ 
-fc*»LT (m.o.i=5K GFP»a*«*Ufcc ^rftOfllfiCiSV^fcKKlOO 
%©^A^T♦§i*^GFPii^E : ?^^t-CV^5 3^«^^nfc (01 5)o 

*-£^&£«»£*to£o £?\ C57BL V}* (6iI^St) £150mg/kg C 
&£<J;-5ll5-fluorouracil (5-FU,Wako Pure Cheiical Industries) ZMJ&ft& 
Mil? injection) 2 B«L*B#* t) ftMM&fclBlft Lfco Lympholyte-M 

(Ceda^lane)4fflv^fc«lS^Ea^t:«l;oT*^*i»ll!a^c^^itfco 3xl0 6 ©#M 
feC^U t*^>«»*nfcl3tCD45R (B220), StLyOG (Gr-1), #tLy-76 (TER- 
119), m (Thyl.2), «)!ac-l*|g^*fc^M'^h^^5 ; >»ftK-X (77 
-^x>*t, 7^D^>tt) ©^bfe^©^3xl0 7 ?:Ja^4 o C(CTl^S)i& 
15iat), Lin*©M£l&^k#M£[e]i&b£ (Lin W) (Erlich, S. 
et al., Blood 1999. 93 (1), 80-86) o Lin M4xl0 5 «tC#U 2xl0 7 HAU/ml 
©SeV ^SD^s S&C* m&z-yv hSCF (100ng/ml, BRL), b ML-6 

(looo/Bi) * up it & o £ fc sxio 5 © h - ^ ;i/#««eia t m t r f sev 

4xl0 7 HAU/mU lxlO 6 0lffliatC^b5xlO 7 HAU/nil©GFP-SeV$:ia^fco GFP-SeV 
H\ SeV(E3?o.- v hpUC18/T7HVJRz.DNA(+18)(Genes Cells, 1996, 1 : 569-579 )©»J 
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RBM»otIHI«»ffifc» HftB^W^IKGFPjafi* (4ft3iiifi^ JI717bp) 
tlC¥»^(Rl)t<il»(R2)'>^^;i/^^a(IG)E^J&(tjtatfcNotI»M'*PCE(C 
J: DISSS*, *AUTflMKLfco g££P©£i£( Genes Cells, 1996, 1:569-579) (I 

LLC-MK2|ffllia* t tl5IBWa»*ffl^TGFP*e^*^trC7>f;i/^CDII«IS5S 
ffi\ BW©»e?ft^tr«>-f ;u^*@JRbfc.GFP-SeV*JB*tT48RIB*#b 

Mfc^ti^^i^fl^tt, -ol;!i7^xiJ^iJ> (phycoerythrin 
) (PE) »«fit-CD117 (c-kit. Pharmingen)£ HSIBKJ&Stf, *-5-»i±»fiR» 
i: Lfeo 3@PBStT^tfc^ 7D- fr-f (EPICS Elite ESP; Coulter, 

Miami, FL)KJ;S#flf£fT^fco 

%om$ks M©primitive^Ji8a©v-*-T*fe5Jjic-kitJi^^> U 
Lfe#tt«BISC*F^SSeV-c^^-(±«SSUs GFP«£^g3I#iSSfl2ftfc ( 
01 6 ) 0 £*±» * ©JSHfettfi^fcRtt, «*gft±?f£ h 'J7^>-eW 
> LLC-MK2«{;»tx 3B^tGFP«^«BIiao#tt©#«lfc:J:!5fT^feo dft 

7* h(F334/Du Crj, 6 »^ Ms Charles River)fc£3!ft8Mc 
T-10fg#f,tfc(5mg/ml)^>^^-;U±h U^AM (f^*^) &Kl£rt 
ffi»tJ;»)**U 'J^MI^fii^I (DAVID KOPFtt) 1tm^Xt> J )VX 
O&^&ff-otzo I8#as(4ttinteraural linei t> (bregma) ^5.2mnu 

^A^ct »?e^^2.0mm, MEct 02.4mm (D$LW.\Z 30G ©&&£KHamiltontt) 
■C20a1 (10 s CIU) axifco rs^l3fS©±3feilBll!St:GFP©Bv^S* J gJS$n 
fe(01 7) 0 ££>£, F^SSeV^^^-T-ii^M©^^©^^^^^^ 
La S±3fe«BJfi*fett#««lliat bfrGFP* W^R©3^#«*£ft"*\ Z\tl<b 

ftm*ft®mn j p$.mmtte¥&wim£ti?. mm&&m%. mvtefr, stub 
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, mm, mm, m^m^^ttuz^xmrn^m 

Lnnm 7 ] MlSeV^rV Afr <b©F-less<M )l*ni-(Dl&l& 

<i> 

FII^3ILLC-MK2«£ <fc l>7£gmLC-MK2M(LC-MK2/F7) KF*«lSeV^ J )V 7. 
«»UbU^>#ttT( + )k*#ttT(-)T!*»LT3B«0«B»«±» 
©HAassay©»*fc*bfc (H18A). £n*©JHtti«**ft*n*W»WC 
gMIU 2BJ$*«©»W©KS«©HA assay©*S3l£^bfc(lll 8B) C /Wl/ 
±gp© r Cj li#JH»fcbT^fcPBSfc*fc-fo Dilution (#80 
^«(0«R«»t*t>1-. »*»WCHABMfe*ofcKR*(lane 11 

$3«fctf lane 12) *f5W»WCB»abTe*2B«OKR*©HAassayftffofe 

(HI 90. F^»SeV>-f ^^t«*UfcF**5UiB*fctt*»*W 

•cttHA^nttc * ftummzmm hxbtt n,x#± <mmzti 
r> z ©hag§&© t? 4 )v * ft® v % t, © i: « m t £ « 

<2> 

^SeVip^QIAamp viral RNA mini kit(QIAGEN)K<fc 9H»bfctotal RNA£F3ifc 

#«tt©^^^7«^«^^-^^« bfeo ^ 

U # > © x > ^ D - □ □ << K MM b fcHNg 6 * BM? 5 fflfcZ b 
# N i3N KS»bfcFSe*S»1-Sin;(*:-ettRliSb«c*-c)fc(02O)o - 
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© 3 t I4F- 1 ess® t* 'J # > ©# £ £ ^ L ^ m 6 # ft < X & MM fi T* £ 4 ;u 7 
# tf 'j * > t LXBf&ZtlZ Z t tmWLtzo F#&T-SeVt' 'J ;* >#ffMT- 1 £ 
ZtlitXlzm%£tij£*) (Leyer, S.et ah, J Gen. Virol 79, 683-687 (1998) 
K ^lll©^(iHNMe#^CSeV^U^>^^7:^?)C^*^to-CB^?>^i:^ 
o <l ©<£ -5 ftF-less t* 'J ;t > ^^W^p-e-ii^tc^MWMT- § S 3 £ (4^ 
SeV F*»RNP£&tftfV*>£*St;:£j^T-££^£^LT^£o 
<3> 

hu^ tfe x o iz%nmwx-mmzmm$ntz?-\ess>t"( t 
n^-oi* &mPk Rit g «c « n a $ -3 fe < * * £ ft ^ o * z xwttm ft 

RNP 14 x > ^ o - 7 ( - £ ft T ^ S Z t £ it B + 3 & 46 1 > tt ? * - v 7 'J * 
7-A(D0SPER,Boehringer mannheimJ^^UTx ^ST*15^-T 

# - «/ fp \) its v-a tft um&i*± < GwmmMffe&wimztittfr^tz® 

C**U V 7 U V-A t fc«£f4GFP0$gm*^-r*l©IBI«Sfc::l3 

ivrfcttfcSftfc. F*»a«Bfi"CJ4GFPI4J|HBIBTflB3il/, ^^EBSStCllS: *s ^ 35: 
©MU F^«t:{4GFP^MflS(4j£^^T, 3 D *i* - fh s 

mmzntz (121), zoztt^, m^mwx-&mzmm$titz®$k&(Dtj: 
tMf y a->i4 r 7 >z 7 * 7 s/ 3 >ft ^©^^^^^riBiflg(3«A-rn«, 

immm 8 ] FHN^HSeV^ y'Afr^'fM Off <fc tfiffll 
<FHN^»y 7 AcDNA©^> 
FHN*fcI!SeV4V AcDNA (pSeV18VAFHN) ©£f^fii;-rpUC18/KS£EcoRIT-#! 

0M©£Eai& (4866-841 9) Bsiwia^(cgtacg)T«*gLfllSSLfco 
FHN^«M©K^JS^-^>^T*filBbfc^s EcoRl777V> h (4057bp) £ 
^;i/^e.HliRLTpUC18/KS©EcoRl7 7 7"^> hiillMtHilfco £©FHN 
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m m * H? t? KpnI/SphI 77^>h( 14673bp) ft ;H1 « L T pSeV18 + © 
KpnI/Sphl7^7V>h*:«t&;L, 7?** K pSeV18VAFHN *«i^fc. 

GFPftSAbfcFHNfcjaSeV cDNA0*»iifc©«fc5CfTofco pSeV18 + /A 
FHN * e>SalI/XhoI 77^>f (7842bp)ft EUR bTpGEMHZ(Promega)£ 7 □ - 
->7U7^7^ KpGEMllZ/SXdFHNi: UfcoFHN^^S(ftKld2E6FP (Clontech) © 
ATG-TAA (846 bp) 0pj»CBsi¥l»(ttftf*iQ bfcPCRS«ftBsiwI»*-C«fl:fr 
N pGEMllZ/SXdFHNOFHN^»M©BsiwlMtit^tfco ?#£>*lfc7*77^ h*li 

P SeV187AFHN-d2GFP £bfco 

<fhn^»^ e ft«a«ua©f^ia> 

3SUHN©0HFft£tt7 7^ > hftpCALNdlw (Arai e>,fjiB)©J---*fcSwaI $ 
ffifcff A b , 7^75. HpCALNdLw/HN bfco 

LLC««fitpCALHdLw/F fcpCALHdLw/BNft H«S fctt** 3 *JtUfi£ U 
mammalian transfection kit (Stratagene) ^l^©7nh3-M:^ti 
fc*#Aft??ofco G418-T3»ra»iRLfcfc*D=->^fco **ftfc*»IS 
£*n->tt**l*ftCre DNA ^>Kt-^^ItSi^7r;«7'f 
(Ade/Cre) (**&,«£) T«fcb (moi=10), FtfBM 3 BWi 

JfiftPBS(-)-C3@ft&LTlH|JRU t> x 77>7n<;>7^ >7mfflV^-tin,SeVF 
hiftSeV HN§mR®*>'*n-*MgGKJ:»)tfcfflLfc(EI2 2 ) 0 
<pGEM/FHN©«^> 

P CALNdLw/Fi:pCALNdLw/HNft«^tCffl^fcFi:HN7v^p< > b ft*ft^Jl P GEM4Z 
, PGEM3Z (Proiegatt) l:^-->^> pGDKZ/F fcpGEH3Z/HNft*fc . pGEM3Z/HN 
OT77 . D - i:HNft £t?««ftPvuI I**tf«Mb bt m hfttz 7 7 y * > b 
ftt§JRb,pGEM4Z/F©F^?T^©SacI^---^^^ hTfWb¥«fl5tfc»tt 
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liiitHN^y tn1— >7*n y^-i >^^tTV\Fi;HN^©gS 

%m-c § 5 z t *m$i t it <> ' 

<F«fi-i7^*<D|fJiil> 

FHN*8i^;ux©|iffiffl (PO) (i-ii»3tfT^feo -o&F^ji<w;i/7>©iS 

\t¥W^mmm^mm^n^tzo FHN^jfGFPfgSISeV cDNA (pSeV187AFHN-d2GFP 
) , pGEM/NP, pGEM/P, pGEM/L, pGEM/FHN£-€-ft-€ r Ju 12,ug/10cindish, 4//g/10cm 
dish, 2//g/10cm dish, 4//g/10cm dish, 4/zg/10cm dish©MJ:t:-eS£-L 

3ml/10cmdish), M&LtzYKMSemnmmtmffitel3mZ'lLC-Wi2MMlZ 
iH5^»ALfc 0 3ifi^«A3^TO^«fe^AraC(40Ag/ml, SIGMA), h U 7°v> 
(7.5^g/ml,GIBC0)At)©MEM{;»b, £ e>(3 3 B^tg#Lfeo itfi^*SA&2 
HiT-mftHfr^MT-fgflU pGEM/FHN©M©*M©jt^£lfcIiEU GFP^S 
«©l£*^T^^;bX©ff^^filEbfco ^©^ S1fflgB|KpGEM/FHN£jgi 
iJD Lfe^liGFP^31lfflJIS©j£AS $ pGEM/FHN©min#fcMi§£&GFP 
^3Hi^>^>«tt^H^^n^^ofe (H2 3)o FHNMSB^^^M 
t6£^7^;i'X©fc*U#># s ^£ft£^£^b*: 0 -13, RNPh^>^7 
x^<>3 >©H£&F*S1 |il«(cPl©FHN^M!ST* 7 ;ux©[eliKM2] Lfc 
(HI24±)o 

Ade/Cre £ « L T 6 B#r^ (3 FHNU fi #M&JS £ ft tz MMlZ FHN&» 7 ^ 

)izmzmmLmimtf-zztzz£zm!%Ltz (02 4T)o 

FHN >K m GFP £ & 3E "T 6 cDNA £ H m %k £ ft tz t> << X ffi. it LLC-MK2 , LLC- 
MK2/F, LLC-MK2/HN, LLC-MK2/FHNKJ&&LT h »J 7$/>©^iQ©W*reJgg Ufc 
o lg#3B^(3GFP^a^31«©I£*it)*^iELfei:C5^ LLC-MK2/FHNT-©<fr 
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^mzm^tii>zttmm^titz(m2 5) 0 

FHN^H -f A**B-r«fc^ LLC-MK2/FHN«^?>IIlJR^nfcl§# 

±»*aiOtfc^ QIAamp Viral RNA mini kit (QIAGEN)T-^ffi7-D 
^o-CRNAffltB^ft-^feo £ ©RNA£ Superscript Preamplif ication System for 
first Strand Synthesis (GIBC0 BRL)tc «fc t) RT-PCR©^ > 7" U - p£$4fr^ 
TAKARA Z-Taq(^SB) HTPCRftfro fc„ HGWtt F -f 

©«*-&*j*ft«V^fTofc(Kie^l:GFP3ie?©ll*#fc* (M-GFP) Con 
Tli forward: 5'-atcagagacctgcgacaatgc/E?'JS^ : 1 3, reverse: 5'- 
aagtcgtgctgcttcatgtgg/BS?'J#^ : 14; M€*fcL«s*«>ll#£fc* < M " 
UCovvCtt forward: 5' -gaaaaacttagggataaagtccc/IE?'J#^: 1 5, reverse: 
5' -gttatctccgggatggtgc/K?'JM : 16). Mi;GFP}ifi?£:7^ 
^-^fflV^fc^l4RT^TT'FMI^FHN^^^»^^^^ft{-^W^^*>H 

(02 6). 

FHN*« * 4 fcF«S*MSCFKii i: H«C*» t LT 4 B g 
J3*±»&IbIJRU LLC-MK2, LLC-MK2/F,LLC-MK2/FHN^©^^*frofeo * 

©is** v%-fn©«jfe«tec*o'r*GFPiB3!S»iia* s «**ixrx cne©m- 

fc#1"CC«£<*ft (Kato, A. et al., Genes cells 1, 569-579 (1996)), OTK 
(Spiegel e»J. Virol 72, 5296-5302, 1998)o ffi^t, FHN^M 

RNAyyA^^*>,->^;i'^^>^D-7-i4F^e©^«^^nfct';^>A s f 
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toffl£fft\ S5iBLfc*iSi:H«K:ET-PCE-C*«fbfco *©*SJk I22 7T-^L 
feet ^ KFHN^myy Aft$tfEHA*«#4f*C Lfco 
C © fifes VSV-G ti/i--Y $ J ritLtz^J frXWJXXD'y >7n v 

50# 1OD0SPER/500 Ail/wel 1 ) ®^©W&T-FHTOI«£ fcli#$g3ELLC-MK2 
flUB£MLfe. ^©i^^ i§fiMLfcF-less&^©^££im D0SPER£;?l£b 
TlEJBtaJi Lfc»^tttGFP*3Hlia<Z)l£4* t> #«JK£ft#x HN-less©tf 'J * 

3 © J; 9 fcF&SfflUS* 4 & 1] JR £ ft S <W « W tfASG-Mtfi? * 8l£?ggt 
f *«J&l*^*«S«MSt*^ JfcttWClilt^l, Spiegel ^©^ST- 

1. ±{Z^fe^T'Ji^^nfcF^jiRNPIiF-less©'i7^;i/^ni>^D-7 , {3^S 

JPU ^feMfn^#AiS^ J pMfe^M© c fco'&^©-r«(3«Abr (RNPr^ 
>^7i^->3X Sfctt RNP^ >S?x*S/a>) x ^©*fl<fr&;LRNA>7V A#aS 
A We S » & 13 RNAMS SfcttSfit4iL«»5ui: # nTf ST* & £ . 
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(Leyer^J Gen.Virol 79,683-687, 1998) £tz, T^oeJfWfW 
>VJ m&X~>3--F4hLtz'<>7*- ; bm%£ti-t^Z>(Sviege\t>J. Virol 72, 
5296-5302, 1998) 0 Sfc* F£SS# h 'J ^>>t?»S$nfe^ASG-Efe^rbTffF 
B«J»fctt*«lC*-tf v^-f >^-T-#3i:fg££*iTV^ (Bitzer^ 
J.Virol. 71, 5481-5486, 1997) 0 ii30«£©£fc*HIft£*i : P?&ifc£'e& 8 
!KWtC^^^-©JK ; flH]JR* j aii"Cft*oSfeSpiegeie)l±-fe>^ Flfi^ya 

[HWJ1 0] FHN^SeV^V A -H'* ©SUMS* 



WO 00/70070 



PCT/JPOO/03195 



-51 - 

k v^mmmzmxu my*?— v*m^zcmk s &&&?*3m2-&zz. 

T7^3l7^^-r^^;i/X(i, {J(J-r^TO|ffll!§tWct<T7J}tU^-7— b*£ 

^J^LT U 7 7>t^>£ffi^-0^^ M?>©^ (Kato, A. et al., Genes 
cells 1, 569-579 (1996)) Zlts ^rV^^XDilW:, AraC£&ftLTffl^ 

tilxio 5 *^(:Si^tifc-)^;w«?^tittTti^a$t% b h 

mm, fflmztitz* >^?ntf^xmmmmtte<Os ~ viz 

t *HliI&fCT*i& < RNA* fyt> & g #©g fii:UT=i-HLT43t)^ 
Ttf-i )IX ^Psoralen-Long-Wave-UV^T'^Sf Sd^Kcfc'Ky^v^T'^;!/ 
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(Dmz^^>^^ )^<D^it(Dmmifimm\z$>^t>ti^t%^^hi> (Tsung,K. 

et al., J Virol 70,165-171 (1996))o 

Si:%;LSo *i-C**W#6tt, v9-l/>fc**»(1IV>0*fe*»U 
<HSfc> 

£1\ P»I^IB*-^lfflt3^^ V7l/>«flE©tft^*fT^feo ^rSft©f££ 
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-^lETpGEM-luciT"^^ ^ h\-t?>^ 04 )IZ I =-V J A(I«J;£T7# D ^ 7- 

;i/XNP> P, Lgfi£2g3E1-3pGEM/NP, pGEM/P, pGEM/L:/?* * F £5H$£J1B<C 
X ©RNA* >; p< 7 — if \Z £ t> ;i/ ^ 7x7 — bfHiUS ©fe^ £fi^ 5 ft 5 o 

wptfi&bntzo l*»u T7^u^7— vmmz, v^u>^^o > 0.3, i# 

g/mHStt&fb 10,ug/mlT*i;j: 10#©1 gfi£«'J>LT^fco (02 8) 

o 

T©^i*-c-ttn^'j^7— etsit^o^ifttmejii&^ofco zotz, 0.3^ 

1000#©l{lg;T'M4>£ii3c:£#T-£;ko (02 9) 

L>!pt%#^>^>r^-Anooo^©i{z^T*M^b7i7^^-T^>r^^-e4»^fl ! 

SHU©^-f^-l3lftjtLTioi=2 (M^©^#^-<^-T-iDoi=0.002) 7?j8lftL 
££©24B#P E 3^©CPEfi, *MS© -7 << £moi=2-C$&£-&fc t ZOZtit 
mt>t>ft»^1t (03 0) o 

^fc e 6well©T^^O7 , l/-K3LLC-MK2«BIS§3xl0 5 aBl|g/wellT*jat % j&& 
tfc^ PLWUV&gjifj©* -f *-glHT-6xl0 5 pfu/100,ul h& 5 «fc o \Z 7 * >> 
-7 9-f;i^£#»?u PBSft^«©ttjec«»$*fco li$llll01ft$& 100 
/zl©0PTI-MEM{Z7*7^^ b\ pGEM-NP, P, L, •? LTcDNA^-^fa-^tll, 0.5, 1 
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, AugZmZ-tz&V^ Superfect (QIAGEN) ZlOulMZ-s ^ST* 1 5£tt«L 
fc&lmlCDOPTI-MEM (GIBCO) (Rif . AraC££tf) *<t>X, IKIIlfeo 
h7>^7x^y 3 >t2, 3, 4Bg£«£HHKU 300/il/well 

cDPBscmwbfc. i©«w»***N **^»io»s ioo»#Rtfcm**ioo 

//l^§ilt^lOBS©^WMt;^#^4fi1--ogabfc(lxl0 5 ,lxl0 4 ,lxl0 3 W 

**n*ngai)o 3 b&»« *» e>mmz®w lhaiw; &*>t>4 Kxnm&oG 

10*-CB:+j£U \0 3 -C\fS SfltfiK©»^ (Reconstitute Score) 
£#«>fc (0 3 Do fWSI±*l©il?). 
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titMLX. mm*Ltzt>(D&>l>te<te-DXUtz (13 2), 

-T7^.;i/^i*oCPE(i, ^^H^T-*®S®, lOOOtec^^-SfSrotW 
;i/^0^ni:^t»?>^7>o7co 
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(03 l)oll|B#^ h7>X7x^/3«ofe^y-7^W©N 
5pfu/10 5 cellsfcLfCttfcfrofco ftoT, H»TO«t9^S/-T">>f 
;ua©SBI±0.005%JaT£W!2. fcixfco 

[HJS0U1] J/a-Kd^f^^f-f^©^ 

<i> vsv-g 3teM«&»i»*3H-ra^^^-Mifi©f^» 

VSV-G »fi^ji»i4«teP»*tt*Wt-C^Sfc«), Cre U 3 > e*~t?K J: t> 
W-G*&?mtoWnm%M2tiZ titz??** KpCALNdLG(Arai T. 
h J.Virology 72 (1998) plll5-1121) LLC-MK2 
flsflJfcfTofco LLC-MK2 Ma077 7^ h*©#AfcU U ( 
CalPhosTMMaimalianTransfectionKit, 7n->xy?*tt0 £<fcDs W?- 

10ci^l/-h*fflV\ 60%3>7;i^>h£T-£*bfc LLC-MK2«UftC10/z 
g<Z>7-7;U h* pCALNdLG £a»A^ 10 ml © MEM-FCS10X ttttCT, 37°C©5% 
C0 2 >*a^-*-*T?miBI«*bfc« 24BfP E g&fC«£WU 10 ml© 
tgifcCM^L 10 cm *>+-U 5#£ffll> 5 ml 1*5^ 2 ml 0.5 ml 2#fc 
6418(GIBC0-BELa«{) 1200 ^g/ml^tflO ml © MEM-FCS10%^Jfe^# 
^frvv 2BS£tg*£&b&#^ MBIHMSilU &£^©££#A»©>I#:£ 
ffofco »«*tJ;04WbTSfc6418K:»ttft*'rilfi^ ^o-->^';> 
^*ffl^t2 8tt*@JRbfeo #7n->&10 cm 7*U- hT*3 >7^x> H3 

§^D->{:o^t, Cre ij3>Kt- -t?£^t?^&;i77V y-ni'* 
AxCANCrefelSm ft VSV-G *7 * D-*;uirt#£fflV^ VSV-G ©»a*WT 

&?u->\Z 6 cm y + -l/Ct, n>7;i>x> h 7tV 
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ZJfrZ AxCANCre£Hf (±15) H<fct) M0I=10T-^^, 

L£o 8ifflllSliJg*±?*&Sfc»)lft^fc&x PBSHMT-ft#U 0.05% h'j7^> 

> s 0.02% EDTA(xf-U>^7S>4ipll)&£trPBSIi«ft 0.5 ml£J0;L> 37 

PBSHMUSS^ 1,500 x gT*5^H3Sit»U tt^ifeto f 

£ t>iz2nL\?BSMffimznmmm'&, 1,500 x g^5^H»^*-rsca:t«to 

T*#£o UtofefflflSlilOO >uL © fflUB&#& (RIPA ^^7 7-, ^-U>#- 

t«tD«fi¥u i«s©±«ff (lU-V^O lxl0 5 W 
*ffrm£fo.mmv>7'w<3>7T- cm vvz-fm. (pH6.sk 2% sds, 

10% yjHrn-;K 5% 2-y^7fx^y-;bA^%^ifi) \zmffi 
9 5°C5^W^mmMffli«*4{3ttbfco »K»*SDS-JJ?y7'^«;;P 
7* 10/20, fb^ttS) *«v\ S^fijfz «t DMi 

s frm$titzm&W*-b l Y?4 7uy hSC J; ( Immobilon-P 

TransferMembranes, Millipore *±t!) fcmts 10 0% - 

;H:2 0^ fciz-mmmLtz&W-m*i&mL, lmA/cm^iMfft: 

lRSlSM^*fc^ PBSMt-g^lfco 

Rft«j3J:Vl 0&:7Py*>^S«&$fcPBS$«irei/l 0 0 0(3 
#$?Lfcfct VSV-G fctfr P4D4, 5ml itx-^-^ 

«K2g4 0 ml 0PBS-O.l%Tween2Oi:5^1IU Sfc 
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mmw& * v io%7nv*> mmzsts pbs mmm-c 1/25001: 

#H?Lfc^-^^^^"--te"^^^^^fe^ T ^^ 1 g G ^fo (anti- 
mouse immunoglobulin, Amersham tttO 5 m 1 £ hT--;W? * ^£ Attn v-^ 

JgMgL &te¥B£2gPBS-0. l°/oTween2 0(:5«IU 
Lfc&> PBStt«*fc:5#IH«»U ft^bfco 

(ECL Western blotting detection reagents, Amersham 1±10 £<fct> 

, ^vsv-gk^ £x© m n s mm^m±® m a ncttw * ff ^ & . <s* * h 3 

3(Z^-ro3^P->T», AiCAHCre VSV-G Sft^VSV-G 

y-fWrfefrofc (134)o *©*SS^ LLCG-LIT&n VSV-G a^FBSSBSIfc 
ftBttCffif*:fc©fiJi&tt*M*ffi3tU vsv-g 

(3 £ -B- N v S V- G £ « C *f -T 5 J- - r* * -< ?° ^ ^ * ® ^ # * & n s * * 

, ±%mmm^m<DGY?MB^^^ A&M*>y<( *4 gfpji 

fi?©»»tft»l:l^fco ^©*£3I> Cre VziyXL1—M^mm%k\.T? 
y >7>ni/7AxCANCre feJB*t«cV>LLC6-Ll"Cl*N F *&2Hz -M^*©^ 

ssciD^-f^Bfiwux^n, GFP»a«Btttta*iis*©ON ^©« 

Rtt*it1\ VSV-G*B#*3S**fe«ilBTftt, ««F«K:GFPJBa«IIBO«llD**B 
»e>nfc 0 *©±?S©l/5*££^ tffc&VSV-G fc«*«SS*fc*IBfc: 

©±a-ctt»fe : F#A*5«trj c GFP»aaBB0iiip* J B«>e)nfc« 
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±^t^vsv-G &B*u«c^LLCG-Li«ia(caaniL&i»fc:i4x mte^mx&ztizh 

<3> F mte?ZX.%:Ltz?; Lttt^si.-YtJy^VJ t>4 )V7,OM 

VSV-G »e^0S63M©ie»£9KSfc«K AxCANCre ©fS&S (M0I=O, 1. 
25, 2.5, 5, 10) -«IOFIfi?mufcyyi*SttSi/ 

i-K^^r-t>^-f oj)ixzmm'&. 7Bi*>£>8Bi©±?t£iejiKu £ 

£fcVSV-G»a*Sk ^^©tt(I^^-fr, 5BBCDGFPO«31L'C.^saBJ!a© 
&£l£i|&bfci:c:3,M0l=o ^& ©££#£<!§&£, ft <r> MOI=10©£ 
#T-gfc#^::£#fc>a^£ (E3 5) 0 Sfc, 

8Bi£T-jg£#5llgT-i*£ (H3 6) e ;U^^fffi©«!l^li, VSV-GsNiiiu© 

»c i ofet-Dtmrnz^MLtzt'-i ^&&5b@©gfp© 
&mm*WL*.*zt\z&*), * 4 )\,xm*(om^®iB8m=?-9L (ciu) 

£ 0 ^©ifg^, «**-01/;*S£*tt 5 x 10 5 CIU/mlT"$)ofco 

<4> f Sfif^*ifc^yA^tt5ya-^-frt>^ *>f ;i/*©in; 

VSV-G 83M*£ffl^T»£ftfcF ate«fcfcbfc$V AWS^a- 
4-7*yy4t?4 )V7>&. VSV-G ^W^ISttS^Cilt, mvsv 

fttfi^U ^T*3 0#fim^, VSV-G £83831 bT^&^LLCG-Ll «tZ 
JBffeU 5Bi©Me?^Af^GFP^Mflg©WMT*P^fec *©tt*x taVSV 

ffitt"£«&tt05S£jB^#j#B&£ft. *&©«£W-f sf ae^s^bfe 
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-±;i/fit(*^ 7>>7 i 0i8$nfe W ^ o-tMS#*ffli\ 

F*5<fcV HN »^U^VA^t^>f^^W^ VSV-G3Ifc 
ii^f»n^^, ±EH««tgB«©GFKtf5^ftdtfF, HN*££Hr>*W 

vsv-g &3S«8Ji&£ «> >r frzmmtzzt&m&bti, vsv-g t 

Oj/a-K^^T-OF s HN^S-b>^-f ^^^^©^^Bfe^nfe (113 8 

) 0 -i7^;^*fflfi©«{^ vsv-6»#«F©atec i o«ro®B«c««tfc 

^ft^OWB^CJBffttt^* ( CIl] ) **«>fc» fcE-W ;i/*g£Mte 
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1 x 10 6 ClU/ml-e&ofc 

o 

<7> va- K^-f F£<fc7J HN ^i^rVAlttS; 

)o 

[mmmi2] tuizmmm&o&m 

LLC-MK2 5xl0 6 cells/dish flOO mm ^ HJJmtdSf^ 24 mmt%m'& 

s Mm^^^mmm. t* i m&t&Ltzik, 3 ^g/mi ©v^b>i:fiMs 

*Mg (365nm) T* 5 T7 RNA # U 7— tf *%Mt2> 'J 3 > E±> 

h7^i/^7^-f;P7 (Fuerst, T.R. et al., Proc. Natl. Acad. Sci. USA 83, 
8122-8126 1986)(vTF7-3)£gffl-C 1 RflH*«i**fc (moi=2) (moi=2~3, » 
attt moi=2 tfffll^nS), Jfil?S£££&lMffiMigil!rC 2 @i5t#tfe 

^ N 77^; h'pSeV18VAF-GFP, pGEM/NP, pGEM/P, &l>*pGEM/L(Kato, A. etal., 
Genes cells 1, 569-579(1996)) *%ti-?ti 12//g, 4jug, 2/ug, RU 4/zg/dish 
©aitt- 0pti-MEMigJ6(GIBC0) CSHSU SuperFect transfection reagent (1 
//gDNA/5/il ©SuperFect, QIAGEN)^An. ^ST' 15 gHWC 3% 

FBS£^fc Opti-MEMlgitfe 3 ml {ZAftfc DNA-SuperFect S^^lfflJiS(3» LT 

saufco 3bsf4IJS#&> «^ Mm^^^mmmx' 2 Eift&u 

^Vyfl-D-T'^ \ZJ 75 7 h* 40#g/il (AraC, Sigma) £^t?MEM*g*tfcT* 70 1^181 
J§*Lfeo cft£©«i:±?i£[e]iKU *ft^*i P0-d3 t>7*ji/fclt„ P0- 
d3 0^1/* r£ Opti-MEMgifefcSSLfc (10 7 cells/ml ) 0 $glifc#& 3 
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Ditt lipofection reagent DOSPER (Boehringer mannheim) t b (10 6 
cells/25/zl OOSPERMS? 15 #Mfibfc&> mM LLC-MK2/F7 h 
7>77i^ya>(10 6 cells/well 24-wel 1 -plate ) U M£££&^MEMJg*& 
(40/zg/ml AraC, 7.5/zg/m r U 7*s >*Gt5 bfco lg#& 3 Bg££l>* 

7 Bic±»*ii«iu Pi-d3 ££i>* pi-d7tf>7>fcbfco 

Vlzx-y^u-yr^Zl K pGEM/FHN *4/zg/dishiP^^W^Ii> ± 

, mm&ist&^ mmmx' 2Hia#u h*>>/?-D-T-7 k 40 

jug/ml ( AraC, Sigma) i: h U7*v> 7.5#g/ml ^^tfMEMJg* T* 48 
bfeo^*±?t*5l?>Ki§,Jfll?i*^**^ MEMtg%(40/ig/ml AraC, 7.5/zg/m h 
>J:/^>£^i?)K5^§£ft£100 nun UH 1 #t#© F %S LLC-MK2/F7 ffl 

tmmm 5 mi &s*bfco jg#48B#ftg&> cn?>©«^±ifi£iH]iKu 

^ett P0-d4 1t>7 p ;i/i; bfco P0-d4 h£ Opti-MEM^Jfe CSSSb (2x 

10 7 cel Is/ml). If^iifefc?* 3 Si^igbT F «S LLC-MK2/F7 H«HM«(2 
xl0 6 cells/well 24-wel l-plate)bs jflifl|£«&^MEMIg%(40#g/ml AraC, 7.5 
Ag/i hU7">>*^4y)^*bfeo Jg*& 3 Bl*«fcV 7 BBC_h»^miK 

u ^n^n pi-d3 &£t>* pi-d7+j->-7>i:bfco mmznt>?s 

<GFP3gSI«©£ ■> > r £ ct &CIU©«iJ£(GFP-CIU)> 
LLC-MK2 M£ 2xl0 5 cells/wellT-12well-plate« 24 B#l^ig#&> Jfll 
MEM^tife f 1 maiE^bfeft, ±|BO^>r;KP0-d3SfeliP0-d4 
, Pl-d3 ££t>* Pl-d7)$r. 10cm 2 +tlO~100fiifflS©»C«tS«t -5 

KjagtflRU 100/zl/welltf*»**fco 15^Jfil»&^S&^ MEMigife* 1 
ml/well SDxfeo ^ e>^24 RHUS**. *M&££#B«*rFT?filfcU GFP^S 
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<CIU( Cell -Infected Unit)$J£> 

LLC-MK2 M£ 2xl0 5 cells/dish T*12well -plate H3f 24 mmm%'& 
Jhm&SZte^ MEMigtfe T* 1 ®&&Lfc&> ±mV>7)\' {^tlZt? J )17, 
i**-&SeV/M-W?tmt) * lOO/zl/wellf^bfco 15^, lfil?f £<a£ 
MEMtg*fe£lnil/well fin*, £ ^iz24 BWSflLfco PBS(-)T- 3 0 

-trh>^ lmi/weii iMz_m*>iz®.r)&%, fiv&mmttz (mofr^isfr^M 

E)o PBS(-)^ 100 fe%ffl.Ltz'yV*& QmmtShtziriSeVX*) £ D-^Wrttt 
(DN-l)^r 300 /z 1 /we 11 fin X., 37°CT-45^P^^ >^^^- h Lfc^, PBS(-)T* 3 0 
ft&L, PBSRf 200 Ltzm,VV*lgG(1i+L)mftmW.=.&1rLfc 
(AlexaTM568:Molecular Probes*tlO£: 300/zl/well M> 37°C-£453f^ 
a^-hbfeo PBS(-)T* 3 mtfiftLtz'&s g#I^fiT(Emission:560iim , 
Absorption:645nm^;i/*-: ? J t&mnmytZftt ZMmZWimLtz (EI 4 

0)o 

MmtLX±mV->r)l (SeV/AF-GFP) £ lOO^l/wellT-^-LlS^ jflifi 
£^£&<^ MEM£lml/well hUz., ££(324 ^tg*^ Jr£<Dtift£fTfrf £ 
»^^^MT(Emission:360nm , Absorption:470nm7 ^ : y << tift 

m ) t-gfp^sm zmmttzo 
mmmi 3] K&m*>yjvj)\sz^?*-(Dnmf&®mm±®tzisb(Dm 

ji^'7^i>-T^-r;!/^(vTF7-3)©PLWUV(Psoralen and Long-Wave UV Lights 

LLC-MK2 «£: 5 xlO 6 cells/dish -?100 mm 'Jim(3»§, 24 mmtgm'& 
^ Jfil7*5^$&^ MEMiglfe T* 1 ®m&Ltz'&s 0.3—3 //g/ml OV7U>i:I 
(365nm) ? 2-20 3«3IL£ T7 RNA 'J p< 7 — V£f&mt -5 »J 
u>t±> h7^^>^T>>^;i/X (vTF7-3) (Fuerst, T.R. et al., 
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Proc.Hatl.Acad.Sci.OSA 83, 8122-8126(1986) C SAT? 1 B*IBI****fc 
(moi=2) (moi=2~3, &M\z\* moi=2 ifiM^ ^5)o 8M&£]fiLft*££&^ ^ 
igtffeX* 2 ElifcfrLfc** 77 a* KpSeV187AF-GFP, pGEM/NP, pGEM/P, 
pGEM/L(Kato, A. et al., Genes cells 1, 569-579(1996)), £*ft?ft 12 Vt. 4 
Ug,Zjug, JSlU 4/ig/dish©»JfC Opti-MEMft»(GIBCO) C»slU SuperFect 
transfection reagent (1/zg DNA/5/xl ©SuperFect, QIAGEN)£AtU SSt 15 
flTOM^ 3XFBS*^tf0pti-MEMJg% 3 ml CAftfc DNA-SuperFect 

S^S«!:»tt^«tL 3 H$m«*& &m*%£*^ MEM 

-C 2 0ft#U n>»/?-D-77^77;yF 40 Mg/il ( AraC, 
Sigma) ££t? MEMig* ? 48 &IHi3#Lfco 100 ram ^ h U IDUDtt 1/20 «IF® 

^^fil/^7Db3-;W p291-296, 1995)*fr-3fco 

mmmmomm^n^tzo #PLwumafcfro&'7*$'=7'M (vtf7-3) % 

fflv\ -b>^>f ->-f^^flfltfiR0«i**tfti*tfco SWttiQl^^S (±13 
) fc&fcU WTC^IiT-fr^feo 6 well© fn71/-hi: LLC-MK2«£ 
5X10 5 «B/to11-C»*> H«£*Lfc& (ixlO 6 ffllfi/wellfcJtStLT^Sfc 
«5£K PLWUV5!IShu©^^^-^«' 2xl0 6 pfu/100/zl ^Uoi:-7^>- 
7^;i/*(vTF7-3)£#i?U PBSi5fc?*«0«l«lt:«»!**fc. HSIB©**** 
50/tl © 0pti-MEM»*(GIBC0)t:^^5 K> pGEM/NP, pGEM/P, MpGEM/U * 
LTttiD^SeV cDNA ( P SeV18 + b(+)) (Hasan, M. K. et al., J. General Virology 
78: 2813-2820, 1997) £ * ft * ft 1, 0.5, 1, 4/*g*SU*.fc*>©fcN 
SuperFect(QlAGEN)£ 10/zl ttit, S«l«MMbfcf*\ 1 ■!© 0pti-MEM(40 
^g/ml© AraC^^tf) £*n;L, HJBCmJil/fc. h7>^7x^>>3>tJ B 
3IC|IUB&IbI&U 5S«s 100/zl/well©PBS(*H#bfco d©!iM£10^ 
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loofg, looofg^tfew^ ioo/zi *%m'& 10 Ha©«waw(c^#t5 3 

ifogKU: 0 (lxlO 5 , lxlO 4 , lxlO 3 «^flifW)o 3 

zmmzmi; Mmmiz&Qtj jiznmmoGmzm^tzo ixio 5 mm*& 

%LLtzmW®o%. HA ?Stt^feo/ill^^-^ 10 4 T*ii+;±U 10 3 ff£E^ 

nmm 1 2^irjf 1 30^^04 o~4 3, ££7jH2tc*-ro ^>^o- 

±&mm$htzo PO ©d3-d4 (3BS-4BI) IZ&^T. ^L^& 

##fg#)£>ft£ (04 l)o S2TI±. h7>^7i^>>3>|3 Bg©«£9P 
Clibfeo 0.3//g/mlcDV7b>^T' 20^^©M^ «&W#iraWif5 
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[SMI 4] GFP*M*l*LacZ»« F ^*S»Hr>^ ^^X^ 

<LacZ Mfctt^tS F SeV cDNA 0«&> 

HJfi«llSB«© pSeV18VAF ©NP M&=?±WH£&&TZ Not I 
LacZ ife^MUc cDNA ( P SeV(+18:LacZ)/AF) PCR 
LacZ ae^CJiti^fTofeo LacZ 6©fg^ (Hausmann, S et al., RNA 

2, 1033-1045 (1996)) tC&tHi\ 5' Mot I ffliatt*^Lfe77-f 

(5' -GCGCGGCCGCCGTAC6GT6GCAACCAT6TCGTTTACTTTGACCAA-3' /SE^JS"^ : 1 7 



WO 00/70070 



PCT/JP00/0319S 



-67- 

)V ( S ) £ ft 4 U , NotI 1iOSrg|5fiz:$:(t4Lfe 7-5-^-7- (5*- 
GCGCGGCCGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGCGTACGCTATTACTTCTGACACCAGACC 
AACTGGTA-3' /S9!I« : 1 8)£ffll\ 77 >U K pCMV-/? (7D->x>y7tt 
fi) *»SfclyTPCRfi*6;ftfTofco SJfcfcftfcJU pCMV-/? 50ng, 200 //MdNTP 
(7 7;i/7'>7^*f^t8), 100 pM 7*7^7-, Vent K 

94°C 30 #> 50 °C 1 fl\ 72 °C 2 ^250-C'fTofco SJfog 

®*7jju-7,V)\,n^m-(:ikm'&, 3.2 *n^-x©*rtf-&t2J!>aiU JUS! 

Notl -CSOBrU pSeV18+/AF Not I VJWi Fr £ ^ 4 >f — i/ 3 > 
pSeV(+18:LacZ)/AF £f#fco 

LLC-MK2 5xl0 6 cells/dish T'100 mm ^ h U JmtK#. 24 ftW&W& 

, Jfoi»S££fcl* MEM T* 1 ®ft#L£&> 3 £tg/ml ©V7l/>i:fiSfi^» 
(365nm) T 5 T7 UNA # U * 7— fc? ft^-T £ U ^ > h 7 7 

*/=-T*?4 ))/7sWl-S) (Fuerst, T.R. etal., Proc. Natl. Acad. Sci. USA 83, 
8122-8126(1986)(z^g-? 1 ■SHHSffeStffc (moi=2) (moi=2~3,Jfjg{3ii moi=2 
#ffl^*>iiS)o MB$Jlitill&£g&^ MEM T" 2 Hft&LfcgL LacZ ft* F & 
fc5!-tr>*''f •W**'***- cDNA (pSeV (+18:LacZ)AF), pGEM/NP, pGEM/P, 
£7j P GEM/L(Kato, A. et al., Genes Cells 1, 569-579(1996)), ZZti^tl 12 
jug, Aug, 2/zg, 4/zg/dish & £7jx>^n-777 7 * Y pGEM/FHN 
g/dishiDx^ Opti-MEM(GIBCO) tlKSU SuperFect transfection reagent (1 
jUgDNA/5/zl ©SuperFect, QIAGEN)£Aft> MUX 15aifllttB& Mmmz Z% 
FBS£^tf0pti-MEM 3 ml iZXtitz DNA-SuperFect MGVB%m!&£fflQL-Ct&m 

Ltzo 3 mm*. mem t- 2 @a^u 

-D-T^y 7^^ ^ h* 40 /zg/ml (AraC, Sigma) £b>J7v> 7.5/*g/ml £^ 
tfMEMT- 24 «flH«*Lfeo *£#±*it£® D Jfitff£^£fc^ MEMtg«fe(40// 
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g/ml AraC, l.bjug/m r U 7->>££tr) C»«ftfclOO mm *hUJ§L 1 

© F LLC-MK2/F7 fcfflMSM 5 ml ^lllfeo £ 6 M#48B#F^ -ft 

*>(DMmt±mit®mL, zn?n ?o-ttv>y)i£Ltz 0 po-d3©^i^ 

Opti-MEMi£it!l UMb (2xl0 7 cells/ml), 3 [HiiDSLT 

lipofection reagent DOSPER (Boehringer mannheim)hrl£ b(10 6 cells/25#l 
DOSPER)gST> 15 Ffg3I LLC-MK2/F7 «f I: h7>^7x^ 

^>3>(10 6 cells/well 24-well-plate) U ^ V^MEMtgife(40^g/ml 

AraC, 7.5Ag/m h >J ^»^t?)T-^S bfc„ iS#&7 B S t3_t^^tHlR 
Pl-d7^>7-^^bfeo 2^±>i£fi£12-vell-plate£m^£F£31 LLC- 
MK2/F7M*i3 37'Cl^M^s MEMJgJfe tgJfet— 0^bfe^ JfiUi*^ 
^7&^MEMtgite(40/ig/ml AraC, 7.5//g/m h U 7°v>^^t?)-e^#bfeo tg«& 
7 B@£±?f£[I]J&U P2-d7+J->:7\>l/£:Lfco £ £i;±?i:£ft£ 6 -well-plate 
HitUfcF^ LLC-MK2/F7««lC 37°C1I$P«^ MEMJgtfl igifeT— Eft 
#bfc&> M^*^OMEMtg*(7.5/zg/m h U 7*^>£^t?)T-ig#b/ro 
#^7 Bgt±ri^lUiRb> P3-d7-y->7>£:Lfco £ <btl±?i^:»^10cmplate 
tS^fcF|B3S LLC-MK2/F7$ffl«{^ 37°Cl«m MEMigttl JttflT— Islffi 
#bfcgL ifa^£^£ft^MEMigjft(40/*g/ml AraC, 7.5^g/m h'j7^>>£^tj) 

<LacZ$gg«©£ * > M3 <fc £CIU©$J£(LacZ-CIU)> 

LLC-MK2 mfa* 2.5 xlO 6 cells/wellT6 well-plate£3#^ 24 
M^^^&Va MEMtgit tr 1 ®m&Ltz'&. P3-d7©l/10#§^iJ£MEM£il!i?- 
37 0 CH$FpWftgL MEMtgltfeT— 10%«£^tfMEM£ill 1.5 

ml ^Mbfco 37°C-C3Btgii^ tt£/?-Gal ^fedp^h H>t^^ 

£&;LfdiSSL ^-TftCDiI£T"& P3-d7tf>7>fc:fe^T 1 x 10 6 ClU/ml 
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<SeVyy AcDNA©*SH> 
*>y?y( }V7> (SeV) AcDNA, pSeV( + ) (Kato, A. et al., Genes 

to Cells 1: 569-579, 1996)CDcDNA!l#rfc& Not 1 Y&4x&&=£07>#- 

5(A)©cfc5KpSeV(+)£Sp/? 1/Sal IT-^Hbbfcirtf- (2645bp), Cla IXffiitLtz 
IRK (3246bp), RVFCla l/Eco RH^mtLtzm^r (5146bp) ZZtl?tl7fiU- 
X«Mr*i!jT-#g|, m^t%^> Kfc^aiU QIAEXII Gel Extraction Syste 
m (QIAGENttSO • US!? Lfco SpA I/&7 If^Hb Lfcgfr)t(£LITMUS38 (NE 

W ENGLAND BI0LABStt$g), Cla I«C«Ht Ltzffifrt Cla l/Eco RItrM LfcHrttii 
pBluescriptll KS+ (STRATAGENEM) tc^ ^'-^ 3 > U W?u-zzy>? 
Ufco ^OTAtof Iit-f h©#X{3liQuickchange Site-Directed Mutagenesis k 
it ( STRATAGENEttiO Z&itzo ZMtKDmXlzm^tzZr? J v-liNP-PF^Tr 
li-b>^^ : 5' -ccaccgaccacacccagcggccgcgacagccacggcttcgg-3' (U^JS-?- : 1 
9), T>f-b>^^ : 5'-ccgaagccgtggctgtcgcggccgctgggtgtggtcggtgg-3' (E 
?'JII^ : 201 P-MF^-e(i-fe>XH : 5' -gaaatttcacctaagcggccgcaatggcagatatc 
tatag-3' (iB^JS-^ : 2 1 )> T>^-tr>X^ : 5' -ctatagatatctgccattgcggccgc 
ttaggtgaaatttc-3' (g^US^ : 2 2), M-F^t i±-te >*g| : 5' -gggataaagtccct 
tgcggccgcttggttgcaaaactctcccc-3' (I2?!J#-t : 2 3), T>^-b : 5' -gg 
ggagagttttgcaaccaagcggccgcaagggactttatccc-3' (E?'JS^- : 2 4), F-HNFfD"£{£ 
-fe >;*il : 5' -ggtcgcgcggtactttagcggccgcctcaaacaagcacagatcatgg-3' (IE?!J1£-*j 
: 2 5), r>^-b>X^ : 5' -ccatgatctgtgcttgtttgaggcggccgctaaagtaccgcgcg 
acc-3' (iE^'JII-t : 2 6), HN-LF^T-Ji-fe >7H : 5' -cctgcccatccatgacctagcggc 
cgcttcccattcaccctggg-3' (EflJS^ : 2 7), T>^-b >^IM : 5' -cccagggtgaa 
tgggaagcggccgctaggtcatggatgggcagg-3' (E^JS^- : 2 8) ^-^ti^tl^f&L, 
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mmilL-cm®&Sal\/SphmX, PMF^ MFB3liClaIt0r)t> FHNH, HNLHttWa 
l/Eco Ri^M-*^n^n±fB^^^^n-->^tfe*)©«:fflVNTQuickchange 
Site-Directed Mutagenesis kit© 7°o M3;i/£(«£v\ SA&fTofco iAbfc* 

>f 4V £cDNA-v7-te>7*<J Lfeo 04 5(B)©«fc"5Kl*ae^SC«ffe 

£NotI£#ALfc5iia ( P SeV(+)NPP, P SeV(+)PM, P SeV(+)MF, P SeV(+)FHN:fc<fctf 
pSeV( + )HNL) ©-fe>*W 7>H1/*£V AcDNA£*H^bfco 

b* (SEAP) ^PCRT*l7-y^n-->^bfco 7*^ T-UfcUsc I 
h fctilfll Lfc5' 7*7 >f V- : 5' -gcggcgcgccatgctgctgctgctgctgctgctgggcc 
tg-3' (SE^lS^f : 2 9), 3' 7*7 -f v— : 5' -gcggcgcgcccttatcatgtctgctcgaagc 
ggccggccg-3' (E*JS^: 3 0) ££fiKU PCR&fr^fco »SKttpSEAP-Basic 
(CLONTECHttSi), tourbo DNA#U (STRATAGENEttS) 

utzo Km, mmttAsc imu -lajRtfc. u-7*n 

-->n^77X^ KiiLTpBluescriptll KS+©JVot IiM M3V;i/f-7D- 
->7*1M h (/te? I-iisc I-Sra I) ii»IS'>^^^-^aEfi!W-ll*ftS/^^^^«f 
-£f£-#MA 5'-gcggccgcgtttaaacggcgcgccatttaaatccgtagtaagaa 

aaacttagggtgaaagttcatcgcggccgc-3' (SE?!l#^ : 3 1), T>^-b>Xll : 5'-g 
cggccgcgatgaactttcaccctaagtttttcttactacggatttaaatggcgcgccgtttaaacgcggccg 

c-3' (BE?'J#^: 3 2)] £»&A,£fc©£ft§¥L*: (04 6) O d© 7*7*5. 
K©ilsc I-y-f rfcflHR • S]JKL£PCRjl«^'7 t -->3>U ?o-->7*b 

to znzNot mmitLxsmmB^m^^mmmrmu - mmb, ±ib©5 

ffl^©-b>y^ «7-f AcDNAi:pSeV18+©M?£ I1M h ft* ft 5 >f 7- 

^a>Lfi#&AJ£. *ft*ft©7^7^7*-£pSeV(+)NPP/SEAP, P SeV(+) 
PM/SEAP, P SeV(+)MF/SEAP, P SeV(+)FHN/SEAP, pSeV(+)HNL/SEAP4oJ:t>*pSeV18(+) 
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/SEAP£ htzo 

LLC-MK2*fflJi§£2xl0 6 cells/dish X*lOQmi/ J r-\slzm%, 24B#HI&i&*&, 

;i/7x (PLWUV-VacT7) (Fuerst, T.R. et al., Proc. Natl. Acad. Sci. USA 83: 
8122-8126,1986^ Kato, A. et al., Genes Cells 1: 569-579, 1996) {C^ST*moi=2 

cDNA, pGEM/NP, pGEM/P, ££tfpGEM/L£ ^ft^ftl2,ug, 4>ug, 2/zg, &t>*4/zg/dish 
©MJtT'OptiMEM (GI30C0BRLM) tz!S»U 110^1 ©SuperFect transfection 
reagent (QIAGENttK) &AftTiI£U ^T-15#;KBgL g**tt£3%FBS£ 
^t?0ptiMEM3ml^»P^, MtZ^Q LT3^5WIB*« Ltz a «£M 
£^£&^MEMT'2|I]ft?ifU h >»/S-D-77 t777^>K (AraC) fc^tfMEM 
f72Mig§tL£o 3ne>0«lia*ElJRU ^l/«y h£lml©PBS-CS»U ?ft*g 
ttj»*3|Hl«ID«tfeo £ft&fcl0BM»W3*fc»Wi;:l00#l£»U 35°CT*3 

^n?.[i]iKb7c^^^^nio- 5 ~io- 7 n^i-riipcsiiis not^M 

U#£LT-80°CK7s h >j/7Lfco^ft^ft©^;i/;^7*-££SeVNPP/SEAP 
% SeVPM/SEAP, SeVMF/SEAP, SeVFHN/SEAP, SeVHNL/SEAP:fc J; Z>"SeV18/SEAP £: 1" & 

)o 

< 7° 7 - * 7 v -b -f C «fc S * >f * - © SO £ > 

CV-l«£6well :7b-Mzlwell&fc9 5xl0 5 cellsiro3i^ 2W#l 
fe 0 PBS&?f^ BSA/PBS (IX BSA in PBS) T?10\ 10\ 10\ 10\ 10" 7 izftft 
[stzm&Z-SeVZmffiJ >*a"C—>3> Lfc&> PBST?ifc8K BSA/MEM/T#D- 
7 (0.2% BSA+2xMEMfcM©2%7#D-**«£Lfcfc©) fcwellfcfc 03ml-f 
oMU 6BF^37°Cs 0.5%Tl$#Lfe o 3il©x^y-;i//BB 
>»-;i/ :»K=1:5) $:SDx.n 3B#RS;ttBU T#p-7 i: i: PBSf 
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a^-i/3>bfc 0 PBS-eHtHl»^> 200«f?LfeAlexa Flour™ fcSH^irt 
0-9-^Ig(G+H) (Molecular Probeft) ftttiTSfiTflRIB'f >*a.^-*> 3 > ^ 

-©urn 





(pfu/ml) 


SeV18/SEAP 


3.9X109 


SeVNPP/SEAP 


4.7X108 


SeVPM/SEAP 


3.8X109 


SeVMF/SEAP 


1.5X1010 


SeVFHN/SEAP 


7.0X109 


SeVHNUSEAP 


7.1X109 



LLC-MMB§£6well 7U- h \zUe\\$>tz D l~5x 10 5 cells-f o3f£ s 24M 
tg«bfc^> : &^^^7^^^-^Dioi=2«$^>24«'#^#±« : &100/zl g] 

i&U SEAPT'y-fe'f ^feo Ts'-b'f (^Reporter Assay Kit -SEAP- (3t#M) 
-?fTV\ J 4 4 if-LAS1000 (g±7>r;i'A) •CSJ^Ufco ?H£ 

8^I^LfcV^1 i ^^©{^g^3SEAPMe^^^fAb7i^■r•*SEAPr£t4^ill^tlfc 

o sEAPtsstt^^A©™;{is-rsic^-ptT^o, -r&fr*>fgsi*#T#o 
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[mmm 1 6 ] y7)ik£M-mmmmmmz£ZK£:Semm%jm<nfa±. 
m&m^r ^zsevoj )i*(Dmmm&T:&. t7rna* u t^—ezmmtzm 
^^y^v^T(vTF7-3)^ffli^feto, 7^y^7ffl«istt(a^ mmm 

£>ftTO& (Lamb and Kolakof sky, 1996, Fields virology, pll89) 0 -£fti&FHN 

&%mmm(DM<x&®mz-&^tzo zzz\ zti^cDnmrn^titzmmizmtziz 

(F£J;tfHN) Z%mtZ^)\'^-MJ®ZmmtZZtlz£t)X9i<t?j)l 

^(Dmu^m^±t^ztti i x^^t%xrzo?M^mmm^mi3 i mtji^m^t: 
mmtzzt s c: ^ t «fc o fhn^^ ^ ^ mwmmz* § < f&j± t 

10ciiBflStg#m(3lOO%3>7U> Ml£ofcLLC-MK2iSfflfl§ (lxl07dish)£ 
PLWUV-MS9^ v^T£moi=2T-^S{;:fc^T« 1 B$», d2EGFP£}g«-r3 
FHN££cDNA (pSeV18 + /AFHN-d2GFP (H»J8) , pGEM/NP, pGEM/P, pGEM/L, 
pGEM/FHNfc^ft-etu 12^g/10cm dish, 4#g/10cm dish, 2#g/10cm dish, 4a 
g/lOcm dish, 4/zg/10cm dish©fii£-£?l-£L (final vol, 3ml/10cm dish), 31 
^mxmm SuperFect(QIAGEN)£ffl^T, BuMbfc F^£-W ;^©Sl^t 
^^^^^LLC-MK2Mf;3te^A t feojtfe^ #A 3 ^FF^^|fflfla$MJfiim 
ife-?3[Ilffi#U fijiji^(1000rpiii/2iDin)T-tiJ^nfem*[iJRt, ^hv>/? 
-D-77tV77yi/ h* (AraC)40/zg/ml, SIGMA), h 'j ^>>(7.5/zg/ml, GIBCO) 

&^tr©M»MEM^%(z mm u m tun , -mi%m u t «, sust /Bit u & iocm 

^*-UT-100%3>7b> Ml&ofcFHN&IS^fflJ^Txy £ ^ ;u*AxCANCre 
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*mi=ioz-%mmm'&, mm. mm. mm, 2bb. ssg^m^^n^nsmi 

PBS(-)"?:— H1$g?$ U cell dissociation solution (SIGMA)iCd; fyfflM&Mft t 
,i£M^(1000rpm/2min)-e«^»toaraC(40//g/iiil, SIGMA), b 'i^>(7.5 

few (po) iciD^-%tg*tfco nmmm'&2H3'c%iftm®.m-T:nMitmm 
mil £ ftfcM© # MFP^iiifls^ii^ t ^ < ss» ft fc o c: n h ©m z mm 

U 10 7 W/ml©Opti-MEMtg«fe (GibcoDHSaU mW&BM U & ^ 4 ^ 
^S§*tT2B^©FHN±tfgMBS^10 6 cells/100/zl/well«U 
AraC (40/zg/ml, SIGMA), h U (7.5/zg/ml, GIBCO) ^^tf©»?fMEM^ 

JftT% 37°C 5%C0,-f>*a^-^--C2BM««UfcPl«BUB*il±»© , >-f^ 
*fflftCIO-GFP-C««Lfc (£4)o FHH«ail»«4«fIH|-C«±'>-f ^ 

»e,nfeoi*K:,pim±»*tiftffl*ftfc^^^tt6i$n*©«iMB-ra 



g4 ^^l/^^AF-HNawaMStiS^SeVflMB 



GFP -CIU 


xl0 3 /ml 


FHNcell+ad/cre 


FHN cell- 


4h 6h 8h 2d 3d 


8-10 


6-9 80-100 70-100 60-100 20-50 
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turn®? >jv?w<d$ >Mtiiiz&i)m^tz 0 ?<z>m%, *>yj*4)iz 
, Yk&mx'&zzt&mmztitz (H5 0) o 

w-Gmm&&m^xmbntz?io£VFMM&?*%.£L\stz>f; i***t5^a 

»U 4BBOJtfe^#Atg*GFP^IIBJiao*«-eH^fco Ffc«fc7j 

VSV-G) fi, fitVSVJa^^^O^^ffl^J^Eto^tife^ **©*tt&*rl- 
5-te>*W tJJlZ (0* F,HN) ^MWII&^ftftfrofc (EI 5 l)o CCD 

mmmi 9] ¥»B?tHo&vm&fc : ¥-zx$:Lrz>f ; a&w*^> ^-h 
ftmmm *n o fc„2o~6o%© y 5 ^ x > & ^ £ * & > a * ^ * $ 

£±13"B\ SW41D-*- (Beckman) -£29000rpuK 15~16I^IHjHilB't»*ff ofc 0 

to ^H^izo^r, FJie^$.i)V^^iF^cfc(>*HNile^^^t^'7 , y A^wt 
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a-^-f7-fe>^<?^ n^-cii* *>^eM';i/*a*©*>^** vsv " 

(H5 2)o 

MBtwifc.*©«^ Fae****^*^*****'** (sev/ 

AF. *«fcWSV-G-C^a- HYb Ufc SeV/ AF(VSV-G)) *>a- 7Mr>*y * 

5 .> a _ K*>f r-te>^ (SeV/AF-HN(VSV-G)) ***IS±t* 

^fcfc^jgtT^&^^rcfcfrfcfc^fc (05 3), 

[««2 1] Fae^t^utyyAMtivsv-o^a-F^-f 

cyt«tory*fflV^»«Lfe.Fafi?*^5febfey>'A*#-rs->i-K^-f r 
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Jurkat«-? it, 3 > h n -;u h Jtlfc L T 2 (giljg©F3g£? mife^/A^ 
5 4)o 

[HWJ2 2] NGFSg3S£&ttLfcFfc$feSH:>*W »M *-©f£S8 
<NGF/SeV/AF©Slf§E£> 
NGF/SeV/AF©B«S!6(i±IB r i>^a-^7-^^S: K + FSBSIBIlBM&jfc 

<NGF/SeV/AF© * >f 7 J AfllK(RT-PCR) > 

NGF/SeV/AF-M^^y A (0 5 5 ±) fcfi6S"f SfctfK LLC-MK2/F7«*> 
II]JR£ftfcJ&*±fll£i8'frLfcgL QIAaip Viral RNA mini kit (QIAGEN) T*-£© 
7"D hzr-;i/{I^oTRNAffltb^ff ^fco £ ©RNA ^SUPERSCRIPT™ ONE-STEP™ RT- 
PCR SYSTEM (GIBC0 BRL) IZ £. DRT-PCR©5r >7°U- h^-fifcfc .fclFPCR&fr ofc 0 
ttJfB8¥lis fl-JnUSeV cDNA (pSeV18* b(+)) (Hasan, M. K. et al., J. General 
Virology 78: 2813-2820, 1997) fcfflofco PCR7°^ 4 ^-(iNGF-NiiNGF-C&ffl 
^Tfrofco NGF-N(COUT(is 7*9— h* : ACTTGCGGCCGCCAAAGTTCAGTAATGTCCA 
TGTTGTTCTACACTCTG (iB^lIS^ : 3 3 K NGF-CfCO^T \t. DM— 7 : ATCCGCGGC 
CGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGTCAGCCTCTTCTTGTAGCCTTCCTGC(ie^iJ§^ 
: 3 4) Z&mLtzo ZO&m, NGF-NiiNGF-C^r-^ v-CJ8^fe»£H\ R 
T£#T?NGF/SeV/AFttNGF£ftMtt&^> K Wii}£ftfco#MPK&M> Kfcfc 
tfttB^n&iPofc (0 5 5T)e 

[H»J 2 3 ] NGFafi^^JSmLfeF^^SSeV^jffliaiS^tJSStSNGFS 
a©«^in vitror£t4« 

{RtkRtfNGFfie^SBSte* j£&10citf^H:jIg6cn7*U — r fcKB-conf luent 



WO 00/70070 



PCT/JPOO/03195 



-78- 

\Z mm £ -fr fcLLC-MK2/F*^ liLLC-MK2«fi* ffl I^T ir o fc «, NGF/SeV/ A F, 
NGF/SeV/ A F-GFP i£LLCMK2/F $BB BS id . NGF/SeV &t>' GFP/SeVI±LLC-MK2M£ 
m.o.i. 7.5£/g/mL©Trypsin (GIBCO) fc£3UfiL»*£**^HEM 

«Jfttf3BM««tfco 3Bas«100X©IIIS***«!tfc»K:^ Trypsins VJfiliS£ 
±t £ * & l ^MEMi^iife 1Z L 3 B Mm t fc o * tl *n© »*±» * ®iK t 
, 48,000 xgtwT60^ji^ ±$SHouTNGFgfi©J£*S*J c in vitrorSM^ 
Zft-otzo *nnmX*&, F*£S!SeV (NGF/SeV/ AF, NGF/SeV/ A F-GFP) (0 5 5 
#M) £LLC-M2/F|iK^£«l^#s A m.o.i. (0'J;U;f ll£^&3) 

jutnii gp*,(ii;«)A^ioo%j£i«(3^i-ni^ a^ckfttf^F^s 

NGFS6©£fite:ELISA KitT-&£NGF Emax Immuno Assay System (Promega) £ 
flfflbfeo 7-n r3-;Wi»ttX»®J&*Jwfi£ofco NGF/SeV/ AF, NGF/SeV/ A 
Y-G??RmGf/Se\(DmmMm%m±m*M*Zn?ft 32.4>ug/mL, 37.4^g/mL 
S7J 10.5^g/mL©NGFMa©#S*WS£ft£o NGF/SeV/ AF, NGF/SeV/ A F-GFP 

<D®&MM%m±mwz it, mmgomm e LNGF/sev©««tgi£± 

«#©NGFM6m^|i]fiJgT-£>'3, Ffc*SSeVfc«fcoTfc+#*©HGF©fH^fe 

NGFSB©invitroStt»£WU r 'J0JRJK#irca5SMS#«»©fltt» 
<iJ»|Jia^i[^«*t?©*#«l^?Stt4*i»tff ofc (Nerve Growth Factors 
(Wiley, New York), pp.95-109 (1989)) G J^lOBift©^ h UE 
»&fl*9ffiU 0.25% Trypsin (GIBCO) T"37°C 20#4ffl3&#«Ufco lOOunits/mL 
©penicillin (Gibco), lOOunits/iL© streptomycin (Gibco), 250ng/mL© 
amphotericin B (Gibco), 20 ju M © 2-deoxyuridine (Nakarai), 20/zM©5- 
fluorodeoxyuridine (Nakarai), 2mM L-glutamine (Sigma)S7J5%©]fil?i £^t?i^ 
y;i/D-^OD-MEM»**{efflts96-weliri/-hClwell*fe0tt5000«O«ja 
m£T-m&M&Lfco^-M£polylysin:3- b L£96-well7V- h (Iwaki) 
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fcMKlaminin (Sigma) T*3 — b Lt^Ilfco ig#^#jB|l3D > h o-;i/T*& 

T-$fflfl$£til|-rS Alamerblue (CosmoBio) ZffilM L 5. h 3 > K 'J Ttl £ 

3il5ur£44£JifIi: LT (530mT-®*5 L£590m©i^&S£$J£) S»(DS 
mZfi-otzo Z2^YU-)V mmmD StfSeV/ttM-GFP (GFP/SeV) ©*§ 

^$fflTC«±?i©M (i/iooo#fpj x\mm.&o)^Mm*^tmmk&x&~> 

NGF/SeV/AF, NGF/SeV/AF-GFPS^NGF/SeV©^^^BS^#±?»^^in ( 

#i&&7S&££LT^3^«£ft£ (H5 6)o f €©ffiteELISA£ J: 
^tofcNGF^eM©^ntZEi5l-i>a^T*&^fcoP«©C^A^MT-e^m^ 
tc%ilf=l£ft> NGF/SeV/AF, NGF/SeV/AF-GFP#lFNGF/SeV©fii£«ig#±tfi^ 

»-r^>ci:tio, ^«is©ti»Dhii^^s§^Ji^ig^^nfe (ei 5 7 ) 

o IP^, NGFJffgF^^SSeVC^dctoT^^n^NGFfirStt^ilb-C^t 

1) Adeno-Cre©moi£i§#Bf|!!J 

g & S Adeno-Cre©mo i § o T LLC-MK2/F £ £ *Fg 6 © 183! * L fc & 
, ^G©^IM^«©^Mft£ii^7co 

iDoi=l©^^(;i:b^moi=10©Ji^3iM^^^ofeA s (15 8), §§^&6h 
, 12h, 24h, 48h&©^SE*£H^fc^£*K ^-riifcS#&48B#iaBfcFgfi® 

£fc, moi=K 3, 10, 30, 1007?«ifit*«!tT*IIS©^JBSE<bfelli«ffl9K:a* 
moi=10^T'^«^tgl^©M^Efeen^/6^fcA s , moi=30W±Kfc 
SfcfflBSMtttftgateftfc (El 5 9), 

2) Itf^ft 

LLC-MK2/F C *t L T Adeno-Cre{g o TFg © £ L T fr£ 7ft £ T- ii&tt L 
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LLC-MK2/F|ffl)®ftAft> -tt8*UfcSL JS«l*ttDI&£PBST?-|Hlift&l/tiP& 
, 3.7X©ForMalin-PBS-C5#IBB£Lfco PBSi?«ft-|I]&& L£gL 

0. 1% Triton XlOO-PBSt L T N fitF^ 6 * y * □ ;H/ift( r -236 )( 100 
^#IR)hFITCMaj¥m^it^lgGJaft(200^)O)i-t-|fflJiS$:MtT> 

pbst- 1 1 1/ —if-*** ft * o x mm L fe c 

*©«S^ 7fti^T-m^Lfc«©F^ecD^*(cMli^^ofe (06 0) 

fiiqifftiMfcSftfc (06D, 

[IM 2 5 ] GFP-CIU£i/tSeV-CIU^(2*IMM& 

2MMffl^^t;«tSCIU (Cell-Infected Unit) ffiSiJ^mftffiMH^ft^^ 
o LLC-MK2Mft2xl0 5 cells/distn:12well-platet33§ 24B#P^fg#@^ Jfllrf 
%$£t£\,\mm®.Z'l®yt&Ltz'&s SeV/AF-GFPftl00#l/wellT^&bfcc> 15 
jfll^ft^t^^MEMJgJftftlml/wellj&P^s £ £C24B#iaJg*Lfco Jg£^ 

PBs(-)-e30^tfc^> iws*ie*£iKwio#M5££»««K mm^m^t 

3fc#>> T-feh>ftl ml/wellJDxifi^lSiDPfc^ Stf(&*£*fc(ttlO#M5 
#gSttS)oPBS(-)*C 100fg#f5 LtzW^X *) ft £ JaSeV* U >7 P 
ffi<*(DN-l)&300/zl/welliD;U 37*CT!45aflK h LfcgL PBS(-)T*3 

Hlffi&U PBS(-)^200^#3RUfem^^^IgG(H+D)^ai«r*tn;fr (Alex™ 
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568: Molecular ProbesttSO&300/d/welliD*, 37"C"C45#IH 4 >*i^- h U 
tzo PBS(-)T*3@i5t^Lfe^ m^mmmr (Emission: 560nm, Absorption: 645nm 

ttmtbZ SeV/AF-GFP &100//l/wellt-^bl5^, Mfc^fclMlEM 
£ 1 ml /welling ^^(l24Mtg#^ J-M^©^t^tT^t-*tC«$:^§R0 
m~f (Emission: 360nm, Absorption: 470nm7 4 ^4 T*GFP28S! 

6 2) 0 

[IM2 6] ^;i/^7n-zi>7*it^ b©tf^ 

1) •fe>^*^9-r;i'7 (SeV) £;R>7V AcDNAs pSeV18* ©cDNA©>tV A 4>©<^ < 

2) 1"tr(z^tfeSeV^7^-cDNA(Cv;i/^7n-^>y-b-^ hiEfiJ^fe^PI^ 
y^tf IH^'J ^> 7* ± ;U £ MU £ it T Not I V- 4 h ^Ufr iitf o 

1) ©!!£, mAfi&t LXIZZT, pSeV18* £Eag (2644bp 
), Cla lZ-mt Ltzmft (3246bp), Clal/EcoRIT-M Ltzm* (5146bpK RTf 

eco M~cm<bLtzmft (soiobp) £^n^n7#n-*mmMj-e#$k g^-r 

£^*> H^tUDiliL, QIAEXII Gel Extraction System (QIAGEN#®D • ^ 

SLf; 0 Eag IT-^ibtfc»fM-{iLITMUS38 (NEW ENGLAND BIOLABSttlOx Cla IT- 
Mlfc«r)t> Clal/Eco RIT*i£Hb L£Brtf\ StfEco RI T-tfHb L £B?r#& 
pBluescriptIIKS+ (STRATAGENEttSS!) iZ^JV-i/s > U ^^D-->^U 
fco Sc^T{BHE»£1M h©il8L ^AH&Quickchange Site-Directed 
Mutagenesis kit (STRATAGENE*±£0 £&ofc 0 
fflBtBJfclM h©M{II±Sal I: (-fe>7^) 5' -ggagaagtctcaacaccgtccaccc 
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aagataatcgatcag-3' (E?'J«:3 5), (7 5' -ctgatcgattatctt 

gggtggacggtgttgagacttctcc-3' (1S?'J#^ : 3 6), Nhe I: (-fe>^«) 5'-gtat 
atgtgttcagttgagcttgctgtcggtctaaggc-3' (EW^t : 3 7), (7>f~fe>*«) 
5'-gccttagaccgacagcaagctcaactgaacacatatac-3' (E^'J^ : 3 8 ), Xho I: ( 
-fe>*&) 5'-caatgaactctctagagaggctggagtcactaaagagttacctgg-3' (E?'J#^ : 
3 9), (T>f-fe>^fi) 5'-ccaggtaactctttagtgactccagcctctctagagagttcattg 
-3' (PJSf :4 0), Sfc«IRB*#At3ttNP-Pn:(-b>^«) 5'-gtgaaagt 
tcatccaccgatcggctcactcgaggccacacccaaccccaccg-3' (E8W9 : 4 1), (7>f- 
-b>XtS) 5' -cggtggggttgggtgtggcctcgagtgagccgatcggtggatgaactttcac-3' (E 
#13^ : 4 2), P-MP^ : (-tr>*SI) 5' -cttagggtgaaagaaatttcagctagcacggcgcaa 
tggcagatatc-3' (E5Wf:4 3), (7>f"b>;*8) 5' -gatatctgccattgcgccg 
tgctagctgaaatttctttcaccctaag-3' (E«^t : 4 4), M-FIH : 5'-c 
ttagggataaagtcccttgtgcgcgcttggttgcaaaactctcccc-3' (E3I#5- : 4 5), (T> 
f-fe >X$J0 5' -ggggagagttttgcaaccaagcgcgcacaagggactttatccctaag-3' (E813 
^ : 4 6), F-HNIH : (-fe>*80 5' -ggtcgcgcggtactttagtcgacacctcaaacaagcaca 
gatcatgg-3' (E?Wt: 4 7), (^>3Hr>XM) 5' -ccatgatctgtgcttgtttgag 
gtgtcgactaaagtaccgcgcgacc-3' (E«^f : 4 8), HN-LO : 5'-ccc 
agggtgaatgggaagggccggccaggtcatggatgggcaggagtcc-3' (EfllS^ : 4 9), (T> 
?-fe >*fl) 5' -ggactcctgcccatccatgacctggccggcccttcccattcaccctggg-3' (E90 
5 0) ***i*ft^*b£(&Cffl^fc. ^A^, ^*x^ti©»rK-£±IBP3 
HfcEUK-IMBIU cDNAS7-fe>^V Ufc. 
2) ©t§£, (-te>Xil) 5'-ggccgcttaattaacggtttaaacgcgcgccaacagtgttgataa 

gaaaaacttagggtgaaagttcatcac-3' (E?'J#^ : 5 1), (T 5'-ggc 
cgtgatgaactttcaccctaagtttttcttatcaacactgttggcgcgcgtttaaaccgttaattaagc-3' 

(E8IM: 5 2) ££j£U ^n^ilC^fiRDNA* U >M U 85°C 2#, 65 
°C 15#, 37 e C 15#, 15#T-T--';>7£i*\ SeV cDNA^*ft#&fco 
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V * lipUC 1 8 & tz &pB 1 uescr i pt 1 1 % © v )V7 * u - - > ^ >f h £ 7 )V- 

v cDNA^ii^jitfo Z'ZtzcmhZ'®^4 )\<zmmm&±nz<Dmt)ftoo 
^s^^nfco -^^tuRNA^ )i<zz&*n&t Ltzmm^m^ 

Ltz£±&<DM^>7*-Z&Zo 
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1. (a) ^7l?V®*<()l<WP*< fcfc-o©x>^n-:r*>^** 
, (b) m (-) «-*«BNAi:tt^-r5^ ipe»&sa^#*^ 

2. (-) m-*mmim*»<9X> s^vi* 

4. VSV-G* W^M£^t?> M^iii7>^3o^-rn^{-iB«©^^^-o 

5. (-) «-*«fflA* s -fe>^-f ^^acs**-^ »«ai*»^4©t^i' 
n*>£i3*©^*-o 

£&{**©«»«*=»- h* t3DNA 0 

8 . »#JS 1 6 ©v^ftfrK13fc©^* ^-©^^"^^ 

Uft V> «k -5 C3t*63ftfc^ 5 ^ * V £ 4 c **f s ( - ) «-*«IHAS fctt 
^Offl««l*=i-K-rS^^^-DNA*,Ji>'<P--^W^«*#BStS«llia 

(b) R«u»ft««u *©ig*±^*>*^*&**®^* x ^ s^tf 
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urn (-) m-*Mm£&&tz9>rt9w. & a:>^n-r 

10. it (b) £*ttsiMS©ja*#* x>^D-^>/^g^^-rs 

11. is (b) n*ftsiiBijiaffl**t*v^Ts mmmz, ^>^d-t-^> 
K9xic9&L* z>MM*nm Lztgmzfio, m&m 8 * 9 \zmm<D^m a 

1 2. W|gSnx>^D-^w^f©^<h*,lo^ SusE (- 
1 3. iMIt^xv^n-^ w^I©'M< i:* 1 o#VSV-G* 
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£ & $ 



V v v v 
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3/6 2 

03 




1 : SeV virions 

2 : LLCMK2 

3 : LLC/F7-trypsin 

4 : LLC/F7+trypsin 
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anti-F 



anti-17 




3456789 10 



1 LLCMK2 

2 LLCMK2/F+ad 3rd 

3 LLCMK2/F-ad 

4 LLCMK2/F+ad 3d 

5 LLCMK2/F+ad 3d/Vac Id 

6 LLCMK2/F+ad 3d/Vac 3d 



anti-F 




123456789 10 11 



1 : LLCMK2 
2: LLCMK2/F+ad 
3: LJjCMK2/F+ad 
4: LLCMK2/F+ad 
5: LLCMK2/F+ad 
6: LLCMK2/F+ad 
7: LLCMK2/F+ad 
8: LLCMK2/F+ad 
9: LLCMK2/F+ad 
10: LLCMK2/F+ad 
11 : LLCMK2/F+ad 




1 23 4 56789 10 

7 CV-l/F-ad 

8 CV-l/F-ad 3d 

9 CV-l/F-ad 3d/Vac Id 

10 CV-l/F-ad 3d/Vac 3d 



anti-F 




1 2 345 67 89 10 11 



Id 
3d 

ld/AraC Id 
ld/AraC 3d 
ld/Vac Id 
ld/Vac 3d 
ld/AraC+Vac Id 
ld/AraC+Vac 3d 
ld/CHX Id 
ld/CHX 3d 



1 : CV1 
2: CVl/F+ad 
3: CVl/F+ad 
4: CVl/F+ad 
5: CVl/F+ad 
6: CVl/F+ad 
7: CVl/F+ad 
8: CVl/F+ad 
9: CVl/F+ad 
10 : CVl/F+ad 
11 : CVl/F+ad 



Id 
3d 

ld/AraC Id 
ld/AraC 3d 
ld/Vac Id 
ld/Vac 3d 
ld/AraC+Vac Id 
ld/AraC+Vac 3d 
ld/CHX Id 
ld/CHX 3d 
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7/6 2 



LLCMK2/F 
PI/24 well 



LLCMK2/F 
P2/12 well 




^RNP/t 
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9/6 2 

09 



LLCMK2/F supK <t % ® * 




LLCMK2 suptdct*^ 
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11/6 2 



1 1 



WtSeV 



dFGFP 



SeV(wt) 
RT(+) RT(-) 




SeV/AF-GFP 

RT(+) RT(-) 

I 1 I 1 

12 3 12 3 




1: +18-NP, +I8N0UIM hO^F&OflMB 

2: m-gfp, GFm^f}^B^m^(D^^mm 

3: Fgene, Fi&fcT<D&tE(Dmm 



WO 00/70070 



PCT/JPOO/03195 



1 2/6 2 



1 2 
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1 3/6 2 



1 3 



F gene 

ESg>[£> lS>C£>[BS>C 



2.M/GFP 



^> SeV (wt) 




^> AFGFP 



Primer 
Set 


AFGFP F/AFGFP GFP/SeV SeV (wt) 


1 


+ + + 


2 


+ + - 
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1 6 



1 6/6 2 



cntrl/a c-kit + 
cntrl/a c-kit - 
GFP-wtSeV/a c-kit + 
GFP-wtSeV/a c-kit - 
GFP-dFSeV/a c-kit + 
GFP-dFSeV/a c-kit- 



FT 



WBSB3 



cntri/a c-kit + - 
cntrl/a c-kit - - 
GFP-wtSeV/a c-kit + - 
GFP-wtSeV/a c-kit - - 
GFP-dFSeV/a c-kit + - 
GFP-dFSeV/a c-kit - 





T" 

LO 

6 



i 



in 



in 



fM 



□ PE+/GFP- 
RB PE+/GFP+ 



□ PE+/GFP- 
H PE+/GFP+ 
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in vivo 
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18/62 



1 8 



LLC-MK2 LLC-MK2/F7 



B 



Trypsin C - + C 




(*R) 
Dilution 
2 

4 

8 

16 

32 

64 

128 

256 



LLC-MK2 LLC-MK2/F7 
Trypsin C 




<#*) 
Dilution 

2 

4 

8 

16 

32 

64 

128 

256 



1 2 3 4 5 6 



7 8 9 10 11 12 
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19,76 2 



1 9 



mm^<Dmmm <P2) 




Dilution(%&) 

2 13: Btt#*& F«?UBB©**±fliaane 6)&«Lfc 
14: PBS 

15: HARtttWiimatGane lDSfilWWPKiSMUfc CP 2) 
16: HAtik&vmmmOane l2)XW*9P£l«mi/fc (P2) 



13 14 15 16 
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2 1 
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2 2/6 2 



2 2 



F ► 



HN 




LLC/VacT7/pG EM/FHN 
LLC/VacT7 
LLC/FHNmix 
LLC/FHN 1-13 
LLC/FHN 2-6 
LLC/FHN 2-16 
LLC/FHN 3-3 
LLC/FHN 3-18 
LLC/FHN 3-22 
LLC/FHN 4-3 
LLC/FHN 5-9 
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2 5 
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"I 
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dFHNGFP 



M-GFP M-L 



X 



2 
X 

< 



RT H f- - + - +- 
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2 7/6 2 



M-GFP M-L 



X 
< 



5 



2 



RT +- + - + - +- 
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2 9/6 2 

^2 9 



□ 


pGEM-Luci 


11 


minigenome 




minigenome 


• 


titer of V.V. 




Omin. 15min. 20min. 30min. 



UV88ltl«» 
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1000 



o 
o 
CO 

c 
o 



CO 

c 
o 

o 



100- 




d2 d3 d4 
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1 2 3 4 5 6 7 8 





(kDa) 
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m3 4 




FITC LOG 
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3 5/6 2 
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genome: SeV(+18)/AF:GFP 



WO 00/70070 PCT/JP00/03195 



3 8/6 2 

3 8 



- VSV-G 



+ VSV-G 
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3 9/6 2 



1 2 3 



••^•;./-^v-;.«Cv. : :- 



1 2 3 



1 2 3 






anti-F 



anti-HN 



anti-SeV 
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04 0 




ft SeV ttft&ZzmOltffkX&m GFP RmUtoZ J: 4 CIU «^ 

CIU $J£ (#$0 
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1000 r ■ 




P0-d3.4 P1-d3 P1~d7 

Passage ($!ft) 
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1 vTF7-3(3,S)*35mm* 

2 vTF7-3(3,5)*35mm* 
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SEQUENCE LISTING 

<110> DNAVEC Research Inc. 

<120> Paramyxovirus vectors deficient in envelope genes 
<130> D3-103PCT 

<140> 
<141> 

<150> JP 1999-200739 
<151> 1999-05-18 

<160> 52 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Sequence 
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<400> 1 

atgcatgccg gcagatga 18 

<210> 2 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 2 

gttgagtact gcaagagc 18 

<210> 3 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 



<400> 3 
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tttgccggca tgcatgtttc ccaaggggag agttttgcaa cc 

<210> 4 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 4 

atgcatgccg gcagatga 

<210> 5 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 



<400> 5 

tgggtgaatg agagaatcag c 



21 
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<210> 6 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 6 

atgcatatgg tgatgcggtt ttggcagtac 

<210> 7 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 7 

tgccggctat tattacttgt acagctcgtc 

<210> 8 
<211> 21 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 8 

atcagagacc tgcgacaatg c 

<210> 9 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 9 

aagtcgtgct gcttcatgtg g 

<210> 10 
<211> 25 
<212> DNA 

<213> Artificial Sequence 



WO 00/70070 PCT/JP00/03195 

6/25 



<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 10 

acaaccacta cctgagcacc cagtc 25 

<210> 11 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 11 

gcctaacaca tccagagatc g 21 

<210> 12 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 12 

acattcatga gtcagctcgc 20 

<210> 13 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 13 

atcagagacc tgcgacaatg c 21 

<210> 14 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 
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<400> 14 

aagtcgtgct gcttcatgtg g 21 

<210> 15 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 15 

gaaaaactta gggataaagt ccc 23 

<210> 16 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 



<400> 16 
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gttatctccg ggatggtgc 19 

<210> 17 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 17 

gcgcggccgc cgtacggtgg caaccatgtc gtttactttg accaa 45 

<210> 18 
<211> 80 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 18 

gcgcggccgc gatgaacttt caccctaagt ttttcttact acggcgtacg ctattacttc 60 
tgacaccaga ccaactggta 80 
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<210> 19 

<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 19 

ccaccgacca cacccagcgg ccgcgacagc cacggcttcg g 41 

<210> 20 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 20 

ccgaagccgt ggctgtcgcg gccgctgggt gtggtcggtg g 41 



<210> 21 
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<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 21 

gaaatttcac ctaagcggcc gcaatggcag atatctatag 

<210> 22 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 22 

ctatagatat ctgccattgc ggccgcttag gtgaaatttc 

<210> 23 
<211> 43 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 23 

gggataaagt cccttgcggc cgcttggttg caaaactctc ccc 43 

<210> 24 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 24 

ggggagagtt ttgcaaccaa gcggccgcaa gggactttat ccc 43 

<210> 25 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 25 

ggtcgcgcgg tactttagcg gccgcctcaa acaagcacag atcatgg 

<210> 26 
<2U> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 26 

ccatgatctg tgcttgtttg aggcggccgc taaagtaccg cgcgacc 

<210> 27 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
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synthesized sequence 
<400> 27 

cctgcccatc catgacctag cggccgcttc ccattcaccc tggg 44 

<210> 28 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 28 

cccagggtga atgggaagcg gccgctaggt catggatggg cagg 44 

<210> 29 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 
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<400> 29 

gcggcgcgcc atgctgctgc tgctgctgct gctgggcctg 40 

<210> 30 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 30 

gcggcgcgcc cttatcatgt ctgctcgaag cggccggccg 40 

<210> 31 
<211> 74 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 31 

gcggccgcgt ttaaacggcg cgccatttaa atccgtagta agaaaaactt agggtgaaag 60 
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ttcatcgcgg ccgc 74 

<210> 32 
<211> 74 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 32 

gcggccgcga tgaactttca ccctaagttt ttcttactac ggatttaaat ggcgcgccgt 60 
ttaaacgcgg ccgc 74 

<210> 33 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 33 

acttgcggcc gccaaagttc agtaatgtcc atgttgttct acactctg 



48 
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<210> 34 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 34 

atccgcggcc gcgatgaact ttcaccctaa gtttttctta ctacggtcag cctcttcttg 60 
tagccttcct gc 72 

<210> 35 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 35 

ggagaagtct caacaccgtc cacccaagat aatcgatcag 



40 
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<210> 36 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 36 

ctgatcgatt atcttgggtg gacggtgttg agacttctcc 40 

<210> 37 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 37 

gtatatgtgt tcagttgagc ttgctgtcgg tctaaggc 38 

<210> 38 
<211> 38 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 38 

gccttagacc gacagcaagc tcaactgaac acatatac 

<210> 39 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 39 

caatgaactc tctagagagg ctggagtcac taaagagtta cctgg 

<210> 40 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 40 

ccaggtaact ctttagtgac tccagcctct ctagagagtt cattg 45 

<210> 41 
<211> 52 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 41 

gtgaaagttc atccaccgat cggctcactc gaggccacac ccaaccccac eg 52 

<210> 42 
<211> 52 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 42 

cggtggggtt gggtgtggcc tcgagtgagc cgatcggtgg atgaactttc ac 

<210> 43 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 43 

cttagggtga aagaaatttc agctagcacg gcgcaatggc agatatc 

<210> 44 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 
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<400> 44 

gatatctgcc attgcgccgt gctagctgaa atttctttca ccctaag 47 

<210> 45 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 45 

cttagggata aagtcccttg tgcgcgcttg gttgcaaaac tctcccc 47 

<210> 46 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 46 
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ggggagagtt ttgcaaccaa gcgcgcacaa gggactttat ccctaag 

<210> 47 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 47 

ggtcgcgcgg tactttagtc gacacctcaa acaagcacag atcatgg 

<210> 48 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 48 

ccatgatctg tgcttgtttg aggtgtcgac taaagtaccg cgcgacc 
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<210> 49 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 49 

cccagggtga atgggaaggg ccggccaggt catggatggg caggagtcc 49 

<210> 50 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 50 

ggactcctgc ccatccatga cctggccggc ccttcccatt caccctggg 49 

<210> 51 
<211> 72 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 51 

ggccgcttaa ttaacggttt aaacgcgcgc caacagtgtt gataagaaaa acttagggtg 60 
aaagttcatc ac 72 

<210> 52 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 52 

ggccgtgatg aactttcacc ctaagttttt cttatcaaca ctgttggcgc gcgtttaaac 60 
cgttaattaa gc 72 
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DESCRIPTION 



ENVELOPE GENE-DEFICIENT VIRUS VECTOR OF P ARAMYXO VT RI DAE 

5 Technical Field 

The present invention relates to an envelope gene-deficient 
viral vector of Paramyxoviridae. 

Background Art ; ,' 

10 In many clinical approaches of gene therapy until now, viral 

vectors from retroviruses, adenoviruses, and adeno-associated 
viruses have been used. These gene therapy vectors have limitations 
in gene introducing efficiency and persistent expression, and also 
have cell toxicity, and immunogenicity, which are crucial problems 

15 when it comes to the medical application of these vectors (Lamb, R.A. 
& Kolakofsky, D., Paramyxoviridae: the viruses and their replication . 
in Fields Virology, 3rd edn, (Edited by B. N. Fields, D. M. Knipe 
& P. P. Howley) pp. 1177-1204 (Philadelphia, Lippincott-Raven (1996) ) . 
Novel vectors based on lentiviruses and HSV have been proposed as 

20 countermeasures, and extensive research is also being carried out 
to improve existing vectors. However, all of these vectors exist in 
the form of DNA within the nucleus throughout the life cycle. 
Therefore, it is difficult to fully overcome concerns of safety 
related to random interactions with the patient's chromosomes. 

25 Recent rapid progress of reverse genetics technologies is 

making it possible to develop vectors based on RNA viruses, the 
development of which has been long delayed. Recombinant RNA virus 
vectors show high gene introduction efficiency and expression 
capability, and thus show a very high potentiality as vectors for 

30 gene therapy (Roberts, A. & Rose, J. K., Virology 247, 1-6 (1998); 
Rose, J., Proc. Natl. Acad. Sci. USA 94, 14998-15000 (1996); Palese, 
P. et al . , Proc. Natl. Acad. Sci. USA 93, 11354-11358 (1996) ) . However, 
practically useable paramyxovirus vectors derived from deficient type 
genome of attenuated viruses have not been reported yet. 

35 Paramyxovirus vectors having negative-strand RNA as the genome 
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have several characteristics significantly different from 
retroviruses, DNA viruses or positive-strand RNA virus vectors. 
Genomes or antigenomes of negative-strand RNA viruses do not directly 
function as mRNA, so they cannot initiate the synthesis of viral 
proteins and genome replication. Both RNA genome and antigenome of 
these viruses always exist in the form of a ribonucleoprotein complex 
(RNP) , so they hardly cause problems caused by antisense strands, 
such as interfering with the assembly of genome to RNP due to mRNA 
hybridizing with naked genomic RNA, as in the case of positive strand 
RNA viruses. These viruses comprise their own RNA polymerases, 
performing the transcription of viral mRNAs or replication of viral 
genomes using RNP complex as the template. Worthy of mentioning is 
that negative-strand RNA (nsRNA) viruses proliferate only in the 
cytoplasm of host cells, causing no integration thereof into 
15 chromosomes, because they do not go through a DNA phase . Furthermore, 
no homologous recombination among RNAs has been recognized. These 
properties are considered to contribute a great deal to the stability 
and safety of negative-strand RNA viruses as gene expressing vectors . 
Among negative-strand RNA viruses, present inventors have been 
20 focusing their attention on the Sendai virus (SeV) . Sendai virus is 
a non-segmented type negative-strand RNA virus belonging to the genus 
Paramyxovirus, and is a type of murine parainfluenza virus . The virus 
attaches to the host cell membrane via two envelope glycoproteins, 
the hemagglutinin-neuraminidase (HN) and fusion protein (F) , causes 
25 membrane fusion, and efficiently releases its own RNA polymerase and 
the RNA genome, which exists as a ribonucleoprotein (RNP) complex, 
into the cytoplasm, and carries out mRNA transcription of the virus 
and genome replication at the site (Bitzer, M. et al., J. Virol. 
71(7) :5481-5486, 1997) . The viral envelope protein F is synthesized 
30 as an inactive precursor protein (F 0 ) , then divided into Fl and F2 
by proteolytic cleavage with trypsin (Kido, H. et al . , Biopolymers 
(Peptide Science) 51(1): 79-86, 1999), and thus becomes an active 
form protein to cause membrane fusion. This virus has been said to 
be non-pathogenic towards humans. In addition, an attenuated 
35 laboratory strain (Z strain) of Sendai virus has been isolated, which 
only induces mild pneumonia in rodents, the natural hosts. This 
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strain has been widely used as a research model for molecular level 
studies of the transcription-replication mechanism of 
paramyxoviruses and used for preparing hybridomas. In addition to 
the high safety mentioned above, the virus shows a high production 
5 titer of 10 9 " 11 pfu/ml in cell lines or chicken eggs. In one recently 
successful recovery system of negative-strand RNA virus vector from 
cDNA, especially high reconstitution efficiency has been seen in the 
case of Sendai virus . The capability of recombinant wild type viruses 
introduced with exogenous genes, to efficiently and stably express 

10 introduced exogenous genes is gaining wide attention. 

Thus, negative-strand RNA viruses have many advantages as gene 
introducing vectors. However, to apply for gene therapy, the 
development of highly safe vectors that do not release infectious 
particles when infected to cells is desired. For that purpose, a 

15 technique that mass produces viruses deficient in wild type virus 
production capability is necessary. However, development of an 
applicable vector based on an envelope gene-deficient genome has not 
yet been successful. 

20 Disclosure of the Invention 

The aim of present invention is to provide a paramyxovirus 
vector deficient in an envelope gene. 

To construct a paramyxovirus vector suitable for gene therapy , 
which completely lacks a propagation capability, the present 

25 inventors deleted F gene of SeV from the genome to establish a method 
to recover infectious virus particles in cells expressing F protein 
of Sendai virus, using cDNA in which GFP gene is introduced as a 
reporter. Through this F gene-deficient virus vector, a gene is 
introduced into rat neuronal cells in primary cultures, primitive 

30 mouse blood stem cells, human normal cells, and various other types 
of cells with a high efficiency, and a high expression was seen. 
Furthermore, high expression was obtained when administrated into 
rat brain in vivo. The F gene-deficient SeV vector expresses a gene 
relatively persistently and strongly in the infected cells without 

35 producing secondary infectious virus particles, and does not 
propagate within adjacent cells. Thus, the usefulness of the vector 



for gene therapy was suggested. 

Furthermore, the present inventors produced a SeV vector cDNA 
deficient in both F gene and HN gene, to establish a method to recover 
infectious virus particles in a cell line expressing F protein and 
HN protein of Sendai virus . In addition, by introducing the SeV vector 
cDNA into F-expressing cells, the present inventors succeeded in 
constructing SeV vector deficient in the HN protein. 

Thus, the present invention establishes an applicable novel 
envelope gene-deficient vector system based on a negative-strand RNA 
virus for the first time. The success in the recovery of infectious 
deficient virus particles from F gene-deficient, or FHN 
gene-deficient genomic cDNA using helper cells pave the way for 
research and development of novel vectors for gene therapy taking 
advantage of the remarkable characteristics of Sendai virus. 

The deficient Sendai virus vector of the present invention has 
an extremely high gene-introducing efficiency towards various cell 
types and an enormous capability of expressing an exogenous gene. 
Furthermore, it express persistently in infected cells and does not 
release secondary infectious virus particles, proving that it is a 
highly safe vector completely without virus-propagating capability. 

The stability of genome is pointed out as a problem when using 
RNA viruses. Heterologous gene expression by SeV vector showed 
hardly any base mutations after continual multiple passages, showing 
that it expresses the inserted heterologous gene stably for a long 
period (Yu, D. et al. Genes cells 2, 457-466 (1997)). Vectors based 
on negative-strand RNA virus replicons have several advantageous 
characteristics such as genome stability or flexibility of the size 
of the gene introduced or packaging, for they do not have the capsid 
structural protein, when compared to vectors based on replicons of 
Semliki forest virus, an already successful positive-strand RNA virus, 
or those of Sindbis virus. At least 4 kbp of exogenous DNA can be 
inserted into the wild type Sendai virus vector, and a much longer 
one can be inserted into the deficient vector. By adding a 
transcription unit, two or more kinds of genes may be expressed 
simultaneously. Persistent expression is expected in the vector 
based on replicon of Sendai virus since theoretically, multicopied 
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RNPs replicated in the cytoplasm are distributed into daughter cells 
when cell division occurs. Actually, this has been demonstrated in 
an in vitro study in a certain kind of blood cells . Furthermore, since 
the present inventors have confirmed that the Sendai virus vector 
5 is introduced with a high efficiency into blood cells, especially 
granulocytic cells, and also that it is introduced into c-kit 
positive primitive cells, the vector is thought to be a very highly 
applicable vector with a very extensive tissue application range. 
Thus, the present invention relates to envelope gene-deficient 
10 Sendai virus vector, more specifically to: 

(1) A virus vector of Paramyxoviridae comprising a complex 
comprising (a) paramyxovirus -derived negative-strand 
single-stranded RNA modified not to express at least one envelope 
protein of Paramyxoviridae viruses, and (b) a protein that binds to 

15 said negative-strand single-stranded RNA; 

(2) The vector according to (1), wherein the negative-strand 
single-stranded RNA expresses NP protein, P protein, and L protein, 
and is modified not to express F protein and/or HN protein; 

(3) The vector according to (1) or (2), comprising at least one 
20 of the envelope proteins whose expression was suppressed in the 

modified negative-strand single-stranded RNA; 

(4) A vector according to any one of (1) to (3), comprising VSV-G 
protein; 

(5) A vector according to any one of (1) to (4), wherein the 
25 negative-strand single-stranded RNA is derived from Sendai virus; 

(6) A vector according to any one of (1) to (5), wherein the 
negative-strand single-stranded RNA further encodes an exogenous 
gene; 

(7) A DNA encoding negative-strand single-stranded RNA comprised 
30 in a vector according to any one of (1) to (6), or the complementary 

strand thereof; 

(8) A method for producing a vector according to any one of (1) 
to (6), comprising the following steps of: 

(a) expressing vector DNA encoding paramyxovirus-derived 
35 negative-strand single-stranded RNA modified not to express at least 
one envelope protein of Paramyxoviridae viruses, or the complementary 
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strand, by introducing into cells expressing the envelope protein, 

(b) culturing said cells, and, 

(c) recovering the virus particles from the culture supernatant; 

(9) A method for producing a vector according to any one of (1) 
5 to (6), comprising the steps of, 

(a) introducing, a complex comprising paramyxovirus-derived 
negative-strand single-stranded RNA modified not to express at least 
one envelope protein of Paramyxoviridae viruses, and a protein binding 
to said negative-strand single-stranded RNA, into cells expressing 

10 said envelope protein, 

(b) culturing said cell, and, 

(c) recovering virus particles from the culture supernatant; 

(10) The method according to (8) or (9), wherein the cell culture 
in (b) is a co-culture with cells expressing envelope proteins; 

15 (11) The method according to (8) or (9), wherein cells expressing 

envelope proteins are overlaid to said cells in cell culture in (b) ; 

(12) A method according to any one of (8) to (11), wherein at least 
one envelope protein expressed by cells is identical to at least one 
envelope protein whose expression is suppressed in the 

20 negative-strand single-stranded RNA described above; 

(13) A method according to any one of (8) to (12) , wherein at least 
one envelope protein expressed by the cells is VSV-G protein. 

In the present invention, the term "vector" indicates virus 
25 particles in which nucleic acid molecules for expressing exogenous 
gene in hosts are packaged. 

U NP, P, M, F, HN and L genes" of viruses belonging to the family 
Paramyxoviridae refer to genes encoding nucleocapsid, phospho, matrix, 
fusion, hemagglutinin-neuraminidase and large proteins, 
30 respectively. Respective genes of viruses belonging to subfamilies 
of the family Paramyxoviridae are represented in general as follows. 
NP gene is generally described also as the "N gene". 

Genus N P/C/V M F HN - L 

Respirovirus 

Genus N P/V M F HN (SH) L 

Rubullavirus 
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Genus N P/C/V M F H - L 

Morbillivirus 

Database accession numbers for nucleotide sequences of genes 
of the Sendai virus classified into Respirovirus of the family 
Paramyxoviridae are, M29343, M30202, M30203, M30204, M51331, M55565, 
M69046 and X17218 for NP gene, M30202, M30203, M30204, M55565, M69046, 
5 X00583, X17007 and X17008 for P gene, D11446, K02742, M30202, M30203, 
M30204, M69046, U31956, X00584 and X53056 for M gene, D00152, D11446, 
D17334, D17335, M30202, M30203, M30204, M69046, X00152 and X02131 
for F gene, D26475, M12397, M30202, M30203, M30204, M69046, X00586, 
X02808 and X56131 for HN gene, and D00053, M30202, M30203, M30204, 

10 M69040, X00587 and X58886 for L gene. 

The present invention relates to envelope gene-deficient 
virus vectors of Paramyxoviridae. The virus vector comprises 
paramyxovirus-derived negative-strand single-stranded RNA modified 
not to express at least one envelope protein. Paramyxovirus 

15 generally comprises a complex of RNA and protein ( ribonucleoprotein; 
RNP) in the envelope. The RNA comprised in RNP is negative-strand 
(negative-strand) single-stranded RNA, which is the genome of 
paramyxovirus. The protein binds to the RNA to form the complex. 
Namely, a virus vector of Paramyxoviridae according to this invention 

20 comprises a complex comprising (a) a paramyxovirus-derived 
negative-strand single-stranded RNA modified so as not to express 
at least one of the envelope proteins of Paramyxoviridae viruses and 
(b) a protein binding to said negative-strand single-stranded RNA. 
Proteins binding to a negative-strand single-stranded RNA refer to 

25 proteins binding directly and/or indirectly to the negative-strand 
single-stranded RNA to form an RNP complex with the negative-strand 
single-stranded RNA. In general, negative-strand single-stranded 
RNA (genomic RNA) of paramyxovirus is bound to NP, P and L proteins. 
RNA contained in this RNP serves as the template for transcription 

30 and replication of RNA (Lamb, R. A., and D. Kolakofsky, 1996, 
Paramyxoviridae : The viruses and their replication, pp. 1177-1204. 
In Fields Virology, 3 rd edn. Fields, B. N., D. M. Knipe, and P. M. 
Howley et al . (ed. ) , Raven Press, New York, N. Y. ) . Complexes of this 
invention include those comprising negative-strand single-stranded 
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RNAs originating in paramyxovirus and proteins also originating in 
paramyxovirus which bind to the RNAs . Vectors of this invention 
comprises RNP comprising, for example, negative-strand 
single-stranded RNA of paramyxoviruses to which these proteins (NP, 
5 P and L proteins) are bound. In general, RNP complexes of 
paramyxovirus are capable of autonomously self -replicating in host 
cells. Thus, vectors transferred to cells intracellularly 
proliferate RNP to increase the copy number of the gene (RNA contained 
in complex), thereby leading to a high level expression of a foreign 
10 gene from RNP carrying the foreign gene. Vectors of this invention 
are preferably those capable of replicating RNA contained in complexes 
(RNP) in transfected cells. 

In addition to the Sendai virus, the Paramyxoviridae virus for 
which the present invention can be applied is, for instance, measles 
15 virus, simian parainfluenza virus (SV5), and human parainfluenza 
virus 3, but is not limited to thereto. 

Negative-strand single-stranded RNAs contained in viral 
vectors are modified, typically, so as to express NP, P and L proteins, 
but not F and/or HN proteins. 
20 In the case of Sendai virus (SeV) , the genome of the natural 

virus is approximately 15,000 nucleotides in size, and the 
negative-strand comprises six genes encoding NP (nucleocapsid) , P 
(phospho), M (matrix), F (fusion), HN (hemagglutinin- neuraminidase) 
and L (large) proteins lined in a row following the 3' -short leader 
25 region, and a short 5' -trailer region on the other end. In this 
invention, this genome can be modified so as not to express envelope 
proteins by designing a genome deficient in any of F, HN and M genes, 
or any combination thereof. Deficiency in either F gene or HN gene, 
or both is preferred. Since these proteins are unnecessary for the 
30 formation of RNP, RNPs of this invention can be manufactured by 
transcribing this genomic RNA (either positive or negative-strand) 
in the presence of NP, P and L proteins . RNP formation can be performed, 
for example, in LLC-MK2 cells, or the like. NP, P and L proteins can 
be supplied by introducing to cells expression vectors carrying the 
35 respective genes for these proteins (cf . examples) . Each gene may 
be also incorporated into chromosomes of host cells. NP, P and L genes 
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to be expressed for the formation of RNP need not be completely 
identical to those genes encoded in the genome of the vector. That 
is, amino acid sequences of proteins encoded by these genes may not 
be identical to those of proteins encoded by RNP genome, as long as 
5 they can bind to the genomic RNA and are capable of replicating RNP 
in cells, and these genes may be induced with mutations or replaced 
with homologous genes from other viruses. Once an RNP is formed, NP, 
P and L genes are expressed from this RNP to autonomously replicate 
RNP in the cells and produce viral vectors. 

10 If an envelop protein is infected to cells when reconstituting 

a vector within cells, this envelop protein will be incorporated into 
cells, enabling the production of infectious viral vectors due to 
the envelope protein. Such a vector, once infected to cells, cannot 
produce viruses comprising an envelope protein as the initial virus 

15 can, because it does not have the envelope gene, though it can 
propagate RNP within the cells . Such a vector is very useful in fields 
such as gene therapy where exceptionally high safety is required. 

Viral vectors with equivalent infection capability as the wild 
type virus can be produced by expressing the envelope protein whose 

20 expression is suppressed in modified negative-strand single-stranded 
RNA, namely envelope gene deficient in the genome, at the time of 
virus reconstitution. Expressing a portion of envelope gene 
deficient in the genome is also conceivable. For example, when F 
protein alone is expressed against the genome deficient in both F 

25 and HN gene, a virus vector with F protein as envelope is produced. 
The virus with only F protein, but without HN protein, can be used 
as a vector that infects specifically to hepatocytes, mediated by 
asialoglycoprotein receptor (ASG-R) . Thus, viral vectors of 
Paramyxoviridae comprising at least one envelope protein whose 

30 expression is suppressed in modified negative-strand single-stranded 
RNA are included in the present invention. 

In addition, it is also possible to reconstitute the vector of 
the present invention by using envelope proteins different from that 
whose expression was suppressed by modifying negative-strand 

35 single-stranded RNA. There is no particular limitation on the type 
of such envelope proteins. One example of other viral envelope 



10 



proteins is the G protein (VSV-G) of vesicular stomatitis virus (VSV) . 
The virus vector of Paramyxoviridae of the present invention includes 
pseudo-type viral vectors comprising envelope protein derived from 
a virus different to the virus from which the genome is derived, such 
as VSV-G protein, and the like. 

Viral vectors of this invention can be usually prepared by (a) 
introducing a vector DNA encoding paramyxovirus-derived 
negative-strand single-stranded RNA that has been modified so as not 
to express at least one of the viral envelope proteins of 
Paramyxoviridae viruses, or a complementary strand of said RNA, into 
cells (helper cells) expressing envelope proteins to express the RNAs, 
and (b) culturing the cells to recover viral particles from the culture 
supernatant. By coexpressing NP, L and P proteins at the time of 
vector DNA expression, RNPs are formed and a virus having envelope 
proteins is constructed. 

Vector DNA to be expressed in helper cells encodes 
negative-strand single-stranded RNA (negative-strand) or 
complementary strand thereof (positive strand) contained in complexes 
of this invention. For example, DNA encoding negative-strand 
single-stranded RNA or complementary strand thereof is linked 
downstream of T7 promoter to be transcribed to RNA by T7 RNA polymerase . 
Vector DNAs may be cloned into plasmids to amplify in E. coli. 
Although the strand to be transcribed inside cells may be either 
positive or negative-strand, it is preferable to arrange so as to 
transcribe the positive strand for the improvement of complex 
reconstitution efficiency. 

As helper cells, cells expressing envelope protein are used. 
As described above, helper cells are not limited to cells expressing 
all proteins of envelope genes deficient in the virus vector, for 
instance, for F, HN gene-deficient Sendai virus vector DNA, cells 
expressing F protein alone can be used as helper cells. In addition, 
cells expressing envelope protein different to the protein encoded 
by the envelope gene deficient in the virus vector may also be used. 
For example, as described above, an envelope protein that is not the 
envelope protein of a virus of Paramyxoviridae such as VSV-G protein 
can also be used as an envelope protein. 
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For example, a viral vector can be reconstituted by transfecting 
a plasmid expressing a recombinant Sendai virus vector genome 
deficient in envelope genes into host cells together with a vector 
expressing the deficient envelope protein and NP, P/C and L protein 
5 expression vectors. Alternatively, RNP complex can be manufactured 
using, for example, host cells incorporated with F gene into 
chromosomes thereof. Amino acid sequences of these protein groups 
supplied from outside the viral genome need not be identical to those 
deriving from the virus . As long as these proteins are equally active 

10 to or more active than natural type proteins in transferring nucleic 
acids into cells, genes encoding these proteins may be modified by 
inserting some mutations or replacing with homologous genes from other 
viruses. Since, in general, many envelope proteins show cytotoxicity, 
and therefore, they may be arranged to be expressed only when the 

15 vector is reconstituted under the control of an inducible promoter 
(cf . examples) . 

Once RNP or virus comprising RNP is formed, complexes of this 
invention can be amplified by introducing this RNP or virus again 
into the aforementioned helper cells and culturing them. This 

20 process comprises the steps of (a) introducing a complex comprising 
negative-strand single-stranded RNA derived from paramyxovirus 
modified not to express at least one envelope protein of viruses 
belonging to Paramyxoviridae, and a protein that binds to said 
negative-strand single-stranded RNA to cells expressing envelope 

25 proteins, and (b) culturing the cells and recovering virus particles 
from the culture supernatant. 

RNP may be introduced to cells as a complex formed together with, 
for example, lipof ectamine and a polycationic liposome. 
Specifically, a variety of transfection reagents can be utilized. 

30 Examples thereof are DOTMA (Boehringer) , Superfect (QIAGEN #301305) , 
DOTAP, DOPE, DOSPER (Boehringer #1811169), etc. Chloroquine may be 
added to prevent RNP from decomposition in endosomes (Calos, M. P., 
1983, Proc. Natl. Acad. Sci. USA 80: 3015). 

Once a viral vector is thus constructed in host cells, it can 

35 be further amplified by coculturing these cells with cells expressing 
envelope proteins. As described in Example 12, a preferable example 



12 



is the method of overlaying cells expressing envelope proteins over 
virus producing cells. 

As an envelope protein, besides a viral envelope protein, for 
example, a chimeric protein comprising, in its extracellular region, 
5 a polypeptide derived from an adhesion molecule, ligand, receptor 
protein, and such that can adhere to specific cells, and in its 
intracellular region, polypeptides derived from virus envelope can 
be used. Hereby, vectors targeted to specific tissues can be produced. 
Viral vectors of this invention, for example, may comprise a viral 
10 gene contained in the vector that has been modified to reduce the 
antigenicity or enhance the RNA transcription and replication 
efficiency. 

Viral vectors of this invention may include RNA encoding a 
foreign gene in their negative-strand single-stranded RNA. Any gene 

15 desired to be expressed in target cells may be used as the foreign 
gene. For example, when gene therapy is intended, a gene for treating 
an objective disease is inserted into the viral vector DNA. In the 
case where a foreign gene is inserted into the viral vector DNA, for 
example, Sendai viral vector DNA, it is preferable, to insert a 

20 sequence comprising a nucleotide number of a multiple of six between 
the transcription termination sequence (E) and transcription 
initiation sequence (S), etc. (Journal of Virology, Vol. 67, No. 8, 
1993, p. 4822-4830) . Foreign gene may be inserted before or after each 
of the virus genes (NP, P, M, F, HN and L genes) (cf . examples) . E-I-S 

25 sequence (transcription initiation sequence-intervening 
sequence-transcription termination sequence) or portion thereof is 
appropriately inserted before or after a foreign gene so as not to 
interfere with the expression of genes before or after the foreign 
gene. Expression level of the inserted foreign gene can be regulated 

30 by the type of transcription initiation sequence added upstream of 
the foreign gene, as well as the site of gene insertion and nucleotide 
sequences before and after the gene. For example, in Sendai virus, 
the nearer the insertion site is to the 3' -end of negative-strand 
RNA (in the gene arrangement on the wild type viral genome, the nearer 

35 to NP gene) , the higher the expression level of the inserted gene 
is. To secure a high expression level of a foreign gene, it is 
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preferable to insert the foreign gene into upstream region in 
negative-strand genome such as upstream of NP gene (the 3' -side in 
negative-strand) or between NP and P genes. Conversely, the nearer 
the insertion position is to the 5' -end of negative-strand RNA (in 
5 the gene arrangement on the wild type viral genome, the nearer to 
L gene), the lower the expression level of the inserted gene is. To 
suppress the expression of a foreign gene to a low level, the foreign 
gene is inserted, for example, to the far most 5' -side of the 
negative-strand, that is, downstream of L gene in the wild type viral 

10 genome (the 5' -side adjacent to L gene in negative-strand) or upstream 
of L gene (the 3' -side adjacent to L gene in negative-strand). To 
facilitate the insertion of a foreign gene, a cloning site may be 
designed at the inserting position. The cloning site can be arranged 
to be, for example, the recognition sequence for restriction enzymes. 

15 Foreign gene fragments can be inserted into the restriction enzyme 
site in the vector DNA encoding the genome. Cloning site may be 
arranged to be a so-called multi-cloning site comprising a plurality 
of restriction enzyme recognition sequences. Vectors of this 
invention may harbor at the insertion sites foreign genes other than 

20 those described above. 

Recombinant Sendai virus vectors comprising a foreign gene can 
be constructed as follows according to, for example, the description 
in "Kato, A. et al., 1997, EMBO J. 16: 578-587" and "Yu, D. et al., 
1997, Genes Cells 2: 457-466". 

25 First, a DNA sample comprising the cDNA nucleotide sequence of 

a desired foreign gene is prepared. It is preferable that the DNA 
sample can be electrophoretically identified as a single plasmid at 
concentrations of 25 ng/jil or more. Below, a case where a foreign 
gene is inserted to DNA encoding viral genome utilizing NotI site 

30 will be described as an example. When NotI recognition site is 
included in the objective cDNA nucleotide sequence, it is preferable 
to delete the NotI site beforehand by modifying the nucleotide 
sequence using site-specific mutagenesis and such method so as not 
to alter the amino acid sequence encoded by the cDNA. From this DNA 

35 sample, the desired gene fragment is amplified and recovered by PCR. 
To have NotI sites on the both ends of amplified DNA fragment and 
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further add a copy of transcription termination sequence (E) , 
intervening sequence (I) and transcription initiation sequence (S) 
(EIS sequence) of Sendai virus to one end, a forward side synthetic 
DNA sequence and reverse side synthetic DNA sequence (antisense 

5 strand) are prepared as a pair of primers containing NotI restriction 
enzyme cleavage site sequence, transcription termination sequence 
(E) , intervening sequence (I), transcription initiation sequence (S) 
and a partial sequence of the objective gene. 

For example, to secure cleavage by NotI, the forward side 

10 synthetic DNA sequence is arranged in a form in which any two or more 
nucleotides (preferably 4 nucleotides excluding GCG and GCC, 
sequences originating in NotI recognition site, more preferably ACTT) 
are selected on the 5' -side of the synthetic DNA, NotI recognition 
site "gcggccgc" is added to its 3' -side, and to the 3' -side thereof, 

15 any desired 9 nucleotides or nucleotides of 9 plus a multiple of 6 
nucleotides are added as the spacer sequence, and to the 3' -side 
thereof, about 25 nucleotide-equivalent ORF including the initiation 
codon ATG of the desired cDNA is added. It is preferable to select 
about 25 nucleotides from the desired cDNA as the forward side 

20 synthetic DNA sequence so as to have G or C as the final nucleotide 
on its 3' -end. 

In the reverse side synthetic DNA sequence, any two or more 
nucleotides (preferably 4 nucleotides excluding GCG and GCC, 
sequences originating in the NotI recognition site, more preferably 

25 ACTT) are selected from the 5' -side of the synthetic DNA, NotI 
recognition site "gcggccgc" is added to its 3' -side, and to its further 
3' -side, an oligo DNA is added as the insertion fragment to adjust 
the length. This oligo DNA is designed so that the total nucleotide 
number including the NotI recognition site "gcggccgc" , complementary 

30 sequence of cDNA and EIS nucleotide sequence of Sendai virus genome 
originating in the virus described below becomes a multiple of six 
(so-called "rule of six"; Kolakofski, D. et al . , J. Virol. 72: 891-899, 
1998). Further to the 3' -side of inserted fragment, a sequence 
complementary to S sequence of Sendai virus, preferably 

35 5' -CTTTCACCCT-3' , I sequence, preferably 5'-AAG-3', and a sequence 
complementary to E sequence, preferably 5' -TTTTTCTTACTACGG-3' , is 
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added, and further to the 3' -side thereof, about 25 
nucleotide-equivalent complementary sequence counted in the reverse 
direction from the termination codon of the desired cDNA sequence 
the length of which is adjusted to have G or C as the final nucleotide, 
5 is selected and added as the 3' -end of the reverse side synthetic 
DNA. 

PCR can be done according to the usual method with, for example, 
ExTaq polymerase (Takara Shuzo) . Preferably, PCR is performed using 
Vent polymerase (NEB) , and desired fragments thus amplified are 

10 digested with NotI, then inserted to NotI site of the plasmid vector 
pBluescript. Nucleotide sequences of PCR products thus obtained are 
confirmed with a sequencer to select a plasmid having the right 
sequence. The inserted fragment is excised from the plasmid using 
NotI, and cloned to the NotI site of the plasmid carrying the genomic 

15 cDNA deficient in envelope genes. Alternatively, it is also possible 
to obtain the recombinant Sendai virus cDNA by directly inserting 
the fragment to the NotI site without the mediation of the plasmid 
vector pBluescript. 

It is also possible to transcribe a viral vector DNA of the 

20 present invention in test tubes or cells, reconstitute RNP with viral 
L, P and NP proteins, and produce the virus vector comprising this 
RNP. Reconstitution of virus from the viral vector DNA can be carried 
out according to methods known in the art using cells expressing 
envelope proteins (W097/16539 and 97/16538: Durbin, A. P. et al., 

25 1997, Virology 235: 323-332; Whelan, S. P. et al., 1995, Proc. Natl. 
Acad. Sci. USA 92: 8388-8392; Schnell, M. J. et al., 1994, EMBO J. 
13: 4195-4203; Radecke, F. etal., 1995, EMBO J. 14: 5773-5784; Lawson, 
N. D. et al., Proc. Natl. Acad. Sci. USA 92: 4477-4481; Garcin, D. 
et al., 1995, EMBO J. 14: 6087-6094; Kato, A. et al., 1996, Genes 

30 Cells 1: 569-579; Baron, M. D. and Barrett, T., 1997, J. Virol. 71: 
1265-1271; Bridgen, A. and Elliott, R. M . , 1996, Proc. Natl. Acad. 
Sci. USA 93: 15400-15404) . When a viral vector DNA is made deficient 
in F, HN and/or M genes, infectious virus particles are not formed 
with such a defective vector. However, it is possible to form 

35 infectious virus particles by separately transferring these deficient 
genes, genes encoding other viral envelope proteins, and such, to 
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host cells and expressing them therein. 

Methods for transferring viral vector DNA into cells include 
the following: 1) the method of preparing DNA precipitates that can 
be be taken up by objective cells; 2) the method of preparing a DNA 
5 comprising complex which is suitable for being taken up by objective 
cells and which is also not very cytotoxic and has a positive charge, 
and 3) the method of instantaneously boring on the objective cellular 
membrane pores wide enough to allow DNA molecules to pass through 
by electric pulse. 
10 In Method 2) , a variety of transfection reagents can be utilized, 

examples being DOTMA (Boehringer) , Superfect (QIAGEN #301305) , DOTAP, 
DOPE, DOSPER (Boehringer #1811169), etc. An example of Method 1) is 
a transfection method using calcium phosphate, in which DNA that 
entered cells are incorporated into phagosomes, and a sufficient 
15 amount is incorporated into the nuclei as well (Graham, F. L. and Van 
Der Eb, J., 1973, Virology 52: 456; Wigler, M. and Silverstein, S., 
1977, Cell 11: 223). Chen and Okayama have investigated the 
optimization of the transfer technique, reporting that optimal DNA 
precipitates can be obtained under the conditions where 1) cells are 
20 incubated with DNA in an atmosphere of 2 to 4% C0 2 at 35 °C for 15 to 
24 h, 2) cyclic DNA with a higher precipitate-forming activity than 
linear DNA is used, and 3) DNA concentration in the precipitate mixture 
is 20 to 30 jig/ml (Chen, C. and Okayama, H., 1987, Mol . Cell. Biol. 
7: 2745). Method 2) is suitable for a transient transfection. An 
25 old method is known in the art in which a DEAE-dextran (Sigma #D-9885, 
M.W. 5 x 10 5 ) mixture is prepared in a desired DNA concentration ratio 
to perform the transfection. Since most of the complexes are 
decomposed inside endosomes, chloroquine may be added to enhance 
transfection effects (Calos, M. P., 1983, Proc. Natl. Acad. Sci. USA 
30 80: 3015) . Method 3) is referred to as electroporation, and is more 
versatile compared to methods 1) and 2) because it doesn't have cell 
selectivity. Method 3) is said to be efficient under optimal 
conditions for pulse electric current duration, pulse shape, electric 
field potency (gap between electrodes, voltage), conductivity of 
35 buffers, DNA concentration, and cell density. 

Among the above-described three categories, transfection 
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reagents (method 2)) are suitable in this invention, because method 
2) is easily operable, and facilitates the examining of many test 
samples using a large amount of cells. Preferably, Superfect 
Transfection Reagent (QIAGEN, Cat. No. 301305) or DOSPER Liposomal 
5 Transfection Reagent (Boehringer Mannheim, Cat. No. 1811169) is used. 

Specifically, the reconstitution of the viral vector from cDNA 
can be performed as follows. 

Simian kidney-derived LLC-MK2 cells are cultured in 24-well to 
6-well plastic culture plates or 100 mm diameter culture dish using 

10 a minimum essential medium (MEM) containing 10% fetal calf serum (FCS) 
and antibiotics (100 units/ml penicillin G and 100 |ig/ml streptomycin) 
to 70 to 80% confluency, and infected, for example, with recombinant 
vaccinia virus vTF7-3 expressing T7 polymerase at 2 PFU/cell. This 
virus has been inactivated by a UV irradiation treatment for 20 min 

15 in the presence of 1 jig/ml psoralen (Fuerst, T. R. et al . , Proc. Natl. 
Acad. Sci. USA 83: 8122-8126, 1986; Kato, . A. et al., Genes Cells 1: 
569-579, 1996) . Amount of psoralen added and UV irradiation time can 
be appropriately adjusted. One hour after the infection, the cells 
are transfected with 2 to 60 jag, more preferably 3 to 5 fig, of the 

20 above-described recombinant Sendai virus cDNA by the lipofection 
method and such using plasmids (24 to 0.5 \iq of pGEM-N, 12 to 0.25 
(ig of pGEM-P and 24 to 0.5 ^g of pGEM-L, more preferably 1 jig of pGEM-N, 
0.5 jig of pGEM-P and 1 (ig of pGEM-L) (Kato, A. et al., Genes Cells 
1: 569-579, 1996) expressing trans-acting viral proteins required 

25 for the production of full-length Sendai viral genome together with 
Superfect (QIAGEN) . The transfected cells are cultured in a 
serum-free MEM containing 100 \xq/ml each of rifampicin (Sigma) and 
cytosine arabinoside (AraC) if desired, more preferably only 
containing 40 ^ig/ml of cytosine arabinoside (AraC) (Sigma) , and 

30 concentrations of reagents are set at optima so as to minimize 
cytotoxicity due to the vaccinia virus and maximize the recovery rate 
of the virus (Kato, A. et al., 1996, Genes Cells 1, 569-579). After 
culturing for about 48 to 72 h following the transfection, the cells 
are recovered, disrupted by repeating three cycles of freezing and 

35 thawing, transfected to LLC-MK2 cells expressing envelope proteins, 
and cultured. After culturing the cells for 3 to 7 days, the culture 
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solution is collected. Alternatively, infectious virus vectors can 
be obtained more efficiently by transfecting LLC-MK2 cells already 
expressing envelope proteins with plasmids expressing NP, L and P 
proteins, or transfecting together with an envelope-expressing 
plasmid. Viral vectors can be amplified by culturing these cells 
overlaid on LLC-MK2 cells expressing envelope proteins (cf . examples) . 
Virus titer contained in the culture supernatant can be determined 
by measuring the hemagglutination activity (HA) , which can be assayed 
by "endo-point dilution method" (Kato, A. et al . , 1996, Genes Cells 
1, 569-579). Virus stock thus obtained can be stored at -80°C. 

Recombinant Sendai virus vectors of this invention can be 
appropriately diluted, for example, with physiological saline and 
phosphate-buffered physiological saline (PBS) to prepare a 
composition . When recombinant Sendai virus vectors of this invention 
are proliferated in chicken eggs and such, the composition can include 
chorioallantoic fluid. Compositions comprising recombinant Sendai 
virus vectors of this invention may contain physiologically 
acceptable media such as deionized water, 5% dextrose aqueous solution, 
and so on, and, furthermore, other stabilizers and antibiotics may 

20 also be contained. 

The type of host cells used for virus reconstitution is not 
particularly limited, so long as viral vector can be reconstituted 
therein. For example, in the reconstitution of Sendai virus vector 
or RNP complex, culture cells such as simian kidney-derived CV-I cells 
and LLC-MK2 cells, hamster kidney-derived BHK cells, and so on can 
be used. Infectious virus particles having the envelope can be also 
obtained by expressing appropriate envelope proteins in these cells. 
To obtain Sendai virus vector in a large quantity, the vector can 
be amplified, for example, by infecting virus vector obtained from 
the above-described host cells into embryonated chicken eggs together 
with vectors expressing envelope genes. Alternatively, viral 
vectors can be produced using transgenic chicken eggs incorporated 
with envelope protein genes. Methods for manufacturing viral fluid 
using chicken eggs have been already developed (Nakanishi, et al. 
(eds.), 1993, "Shinkei-kagaku Kenkyu-no Sentan-gi jutu Protocol III 
(High Technology Protocol III of Neuroscience Research) , Molecular 
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Neurocyte Physiology, Koseisha, Osaka, pp. 153-172). Specifically, 
for example, fertilized eggs are placed in an incubator and incubated 
for 9 to 12 days at 37 to 38 °C to grow embryos. Sendai virus vector 
is inoculated together with vectors expressing envelope proteins into 
5 chorioallantoic cavity of eggs, and cultured for several days to 
proliferate the virus. Conditions such as culture duration may be 
varied depending on the type of recombinant Sendai virus used. 
Subsequently, chorioallantoic fluid comprising the virus is recovered. 
Separation and purification of Sendai virus vector can be performed 
10 according to the standard methods (Tashiro, M., "Virus Experiment 
Protocols' 7 , Nagai and Ishihama (eds.), Medicalview, pp. 68-73 
(1995) ) . 

As a vector to express envelope proteins, viral vectors 
themselves of this invention may be used. For example, when two types 

15 of vectors in which the envelope gene deficient from the viral genome 
is different are transferred to the same cell, the envelope protein 
deficient in one RNP complex is supplied by the expression of the 
other complex to complement each other, thereby leading to the 
formation of infectious virus particles and activation of replication 

20 cycle to amplify the viral vectors. That is, when two or more types 
of vectors are inoculated to cells in combinations so as to complement 
each other's envelope proteins, mixtures of virus vectors deficient 
in respective envelope proteins can be produced on a large scale and 
at a low cost. Mixed viruses thus produced are useful for the 

25 production of vaccines and such. Due to the deficiency of envelope 
genes, these viruses have a smaller genome size compared to the 
complete virus, so they can harbor a long foreign gene. Also, since 
these originally non-infectious viruses are extracellularly diluted, 
and its difficult to retain their coinfection, they become sterile, 

30 which is advantageous in managing their release to the environment. 

Gene therapy is enabled by administering viral vectors when the 
viral vectors are prepared by using a therapeutic gene as the foreign 
gene. In the application of viral vectors of this invention to gene 
therapy, it is possible to express a foreign gene with which treatment 

35 effects are expected or an endogenous gene the supply of which is 
insufficient in the patient's body, by either direct or indirect (ex 
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vivo) administration of the complex. There is no particular 
limitation on the type of foreign gene, and in addition to nucleic 
acids encoding proteins, they may be nucleic acids encoding no 
proteins, such as an antisense or ribozyme. In addition, when genes 
encoding antigens of bacteria or viruses involved in infectious 
diseases are used as foreign genes, immunity can be induced in animals 
by administering these genes to the animals. That is, these genes 
can be used as vaccines. 

When using as vaccines, viral vectors of the present invention 
may be applicable for, for example, cancers, infectious diseases and 
other general disorders. For example, as cancer a treatment, it is 
possible to express genes with therapeutic effects on tumor cells 
or antigen presenting cells (APC) such as DC cells by using the vectors 
of the invention. Examples of such genes are those encoding the tumor 
antigen Muc-1 or Muc-1 like mutin tandem repeat peptide (US Patent 
No. 5,744,144), melanoma gplOO antigen, etc. Such treatments with 
genes have been widely applied to cancers in the mammary gland, colon, 
pancreas, prostate, lung, etc. Combination with cytokines to enhance 
adjuvant effects is also effective in gene therapy. Examples of such 
genesarei) single-chain IL-12 in combination with IL-2 (Proc.Natl. 
Acad. Sci. USA 96 (15): 8591-8596, ii) interferon-? in combination 
with IL-2 (US Patent No. 5,798,100), iii) granulocyte 
colony-stimulating factor (GM-CSF) used alone, and iv) GM-CSF aiming 
at the treatment of brain tumor in combination with IL-4 (J. 
Neurosurgery, 90 (6), 1115-1124 (1999)), etc. 

Examples of genes used for the treatment of infectious diseases 
are those encoding the envelope protein of the virulent strain H5N1 
type of influenza virus, the envelope chimera protein of Japanese 
encephalitis virus (Vaccine, vol. 17, No. 15-16, 1869-1882 (1999)), 
the HIV gag or SIV gag protein of AIDS virus (J. Immunology (2000), 
vol. 164, 4968-4978), the HIV envelope protein, which is incorporated 
as a oral vaccine encapsulated in polylactate- glycol copolymer 
microparticles for administration (Kaneko, H. et al., Virology 267, 
8-16 (2000)), the B subunit (CTB) of cholera toxin (Arakawa, T. et 
35 al., Nature Biotechnology (1998) 16 (10): 934-8; Arakawa, T. et al., 
Nature Biotechnology (1998) 16 (3): 292-297), the glycoprotein of 
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rabies virus (Lodmell, D. L. et al., 1998, Nature Medicine 4 (8): 
949-52) , and the capsid protein LI of human papilloma virus 6 causing 
cervical cancer (J. Med. Virol., 60, 200-204 (2000). 

i 

Gene therapy may also be applied to general disorders. For 
5 example, in the case of diabetes, the expression of insulin peptide 
fragment by inoculation of plasmid DNA encoding the peptide has been 
performed in type I diabetes model animals (Coon, B. et al., J. Clin. 
Invest., 1999, 104 (2): 189-94). 

10 Brief Description of the Drawings 

Figure 1 is a photograph showing an analytical result of the 
expression of F protein via a Cre-loxP-inducible expression system 
by Western blotting. It shows the result of detecting proteins on 
a transfer membrane cross-reacting to the anti-SeV-F antibody by 

15 chemiluminescence method. 

Figure 2 indicates a diagram showing an analytical result of 
cell-surface display of F protein the expression of which was induced 
by the Cre-loxP system. It shows results of flow cytometry analysis 
for LLC-MK2/F7 with the anti-SeV-F antibody. 

20 Figure 3 indicates a photograph showing the result confirming 

cleavage of the expressed F protein by trypsin using Western blotting. 

Figure 4 indicates photographs showing the result confirming 
cell-surface expression of HN in an experiment of cell-surface 
adsorption onto erythrocytes. 

25 Figure 5 indicates photographs showing the result obtained by 

an attempt to harvest the deficient viruses by using cells expressing 
the deficient protein. It was revealed that the expression of F 
protein by the helper cell line was stopped rapidly by the vaccinia 
viruses used in the reconstitution of F-deficient SeV. 

30 1. LLC-MK2 and CV-1 represent cell lysates from the respective cell 
types alone. 

2. LLC-MK2 / F+ad and CV-l/F+ad represent cell lysates from the 
respective cells which have been subjected to the induction of 
expression and to which adenovirus AxCANCre has been added. 
35 3. LLC-MK2/F-ad and CV-l/F-ad represent cell lysates from the 
respective cell lines in which the F gene but no adenovirus AxCANCre 
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has been introduced. 

4. LLC-MK2 /F+ad 3rd represents a cell lysate from cells in which the 
expression was induced by adenovirus AxCANCre and which were then 
further passaged 3 times. 

5. Id and 3d respectively indicate one day and three days after the 
induction of expression. 

6. Vacld and Vac3d respectively indicate cells one day and three days 
after the infection of vaccinia virus. 

7. AraCld and AraC3d respectively indicate cells one day and three 
days after the addition of AraC. 

8. CHX Id and CHX 3d respectively indicate cells one day and three 
days after the addition of protein synthesis inhibitor cycloheximide . 

Figure 6 indicates photographs showing the result that was 
obtained by observing GFP expression after GFP-comprising F-def icient 
SeV cDNA (pSeV18 + /AF-GFP) was transfected into LLC-MK2 cells in which 
F was not expressed (detection of RNP) . In a control group, the F 
gene was shuffled with the NP gene at the 3' end, and then, SeV cDNA 
(F-shuffled SeV), in which GFP had been introduced into the 
F-deficient site, was used. The mark "all" indicates cells 
transfected with plasmids directing the expression of the NP gene, 
P gene, and L gene (pGEM/NP, pGEM/P, and pGEM/L) together with SeV 
cDNA at the same time; "cDNA" indicates cells transfected with cDNA 
(pSeVl8 + /AF-GFP) alone. For RNP transf ection, PO cells expressing 
GFP were collected; the cells (10 7 cells/ml) were suspended in OptiMEM 
(GIBCO BRL) ; 100 [il of lysate prepared after treating three times 
with freeze-thaw cycles was mixed with 25 |il of cationic liposome 
DOSPER (Boehringer Mannheim) and allowed to stand still at room 
temperature for 15 minutes; and the mixture was added to cells (+ad) 
in which the expression of F had been induced to achieve the RNP 
transfection. Cells expressing Cre DNA recombinase, in which no 
recombinant adenovirus had been introduced, were used as a control 
group of cells (-ad) . The result showed that GFP was expressed 
depending on the RNP formation of SeV in PO in LLC-MK2 cells; and 
the F-deficient virus was amplified depending on the induction of 
expression of F in PI. 

Figure 7 indicates photographs showing the result that was 
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obtained by studying whether functional RNP reconstituted with 
F-def icient genomic cDNA could be rescued by F-expressing helper cells 
and form the infective virions of the deficient virus. RNP/o 
represents cells overlaid with RNP; RNP/ t represents cells that was 
5 transfected with RNP. 

Figure 8 indicates photographs showing the evidence for the 
F-expressing cell-specific growth of the F-def icient virus. The 
lysate comprising functional RNP constructed from the genome lacking 
the gene was lipofected to the F-expressing cells as described in 

10 Example 2; and the culture supernatant was then recovered. This 
culture supernatant was added to the medium of the F-expressing cells 
to achieve the infection; on the third day, the culture supernatant 
was recovered and concurrently added to both F-expressing cells and 
cells that had not expressed F; and then the cells were cultured in 

15 the presence or absence of trypsin for three days. The result is shown 
here. The viruses were amplified only in the presence of trypsin in 
the F-expressing cells. 

Figure 9 indicates photographs showing evidence for specific 
release of the F-deficient viruses to the culture supernatant after 

20 the introduction into F-expressing cells. The lysate comprising 
functional RNP constructed from the genome lacking the gene was 
lipofected to the F-expressing cells as described in Example 2 and 
then the culture supernatant was recovered. This culture supernatant 
was added to the medium of the F-expressing cells to achieve the 

25 infection; on the third day, the culture supernatant was recovered 
and concurrently added to both F-expressing cells and cells that did 
not express F; and then the cells were cultured in the presence or 
absence of trypsin for three days. The bottom panel shows the result 
with supernatant of the cells that did not express F. 

30 Figure 10 indicates photographs showing the result obtained by 

recovering viruses from the culture supernatant of the F-expressing 
cells, extracting the total RNA and performing Northern blot analysis 
using F and HN as probes to verify the genomic structure of virion 
recovered from the F-deficient cDNA. In the viruses recovered from 

35 the F-expressing cells, the HN gene was detected but the F gene was 
not detectable; and thus it was clarified that the F gene was not 
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present in the viral genome. 

Figure 11 indicates photographs showing the result of RT-PCR, 
which demonstrates that the GFP gene is present in the locus where 
F had been deleted, as in the construct of the cDNA. 1: +18-NP, for 

5 the confirmation of the presence of +18 NotI site. 2: M-GFP, for the 
confirmation of the presence of the GFP gene in the F gene-deficient 
region . 3 : F gene , for the confirmation of the presence of the F gene . 
The genomic structures of wild type SeV and F-def icient GFP-expressing 
SeV are shown in the top panel. It was verified that the GFP gene 

10 was present in the F-deficient locus, +18-derived NotI site was 
present at the 3' end of NP and the F gene was absent in any part 

of the RNA genome. 

Figure 12 indicates photographs that were obtained by the 
immuno-electron microscopic examination with gold colloid-bound IgG 
15 (anti-F, anti-HN) specifically reacting to F or HN of the virus. It 
was clarified that the spike-like structure of the virus envelope 
comprised F and HN proteins. 

Figure 13 indicates diagrams showing the result of RT-PCR, which 
demonstrates that the structures of genes except the GFP gene were 
20 the same as those from the wild type. 

Figure 14 indicates photographs showing the result obtained by 
examining the F-deficient virus particle morphology by electron 
microscopy. Like the wild-type virus particles, the F-deficient 
virus particles had helical RNP structure and spike-like structure 
25 inside. 

Figure 15 indicates photographs showing the result of in vitro 
gene transfer to a variety of cells using an F-deficient SeV vector 
with a high efficiency. 

Figure 16 indicates diagrams showing the analytical result 
30 obtained after the introduction of the F-deficient SeV vector into 
primary bone marrow cells from mouse (BM c-kit+/-) . Open bars 
represent PE-positive/GFP-negative; closed bars represent 
PE-positive/GFP-positive . 

Figure 17 indicates photographs showing the result of in vivo 
35 administration of the vector into the rat cerebral ventricle. 

Figure 18 indicates photographs showing the result obtained by 
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using the culture supernatant comprising F-deficient SeV viruses 
recovered from the F-expressing cells to infect LLC-MK2 cells that 
do not express F, culturing the cells in the presence or absence of 
trypsin for three days to confirm the presence of viruses in the 
5 supernatant by HA assay. 

Figure 19 is a photograph showing the result obtained by 
conducting HA assay of chorioallantoic fluids after a 2-day incubation 
of embryonated chicken egg which had been inoculated with 
chorioallantoic fluid (lanes 11 and 12) f rom HA-positive embryonated 

10 eggs in Figure 18B. 

Figure 20 indicates photographs showing the result obtained by 
examining the virus liquid, which is HA-positive and has no 
infectivity, by immuno-electron microscopy. The presence of the 
virus particles was verified and it was found that the virion envelope 

15 was reactive to antibody recognizing HN protein labeled with gold 
colloid, but not reactive to antibody recognizing F protein labeled 
with gold colloid. 

Figure 21 indicates photographs showing the result of 
transfection of F-deficient virus particles into cells. 

20 Figure 22 indicates photographs showing the result of creation 

of cells co-expressing F and HN, which were evaluated by Western 
blotting. LLC/VacT7/pGEM/FHN represents cells obtained by 
transfecting vaccinia-infected LLC-MK2 cells with pGEM/FHN plasmid; 
LLC/VacT7 represents vaccinia-infected LLC-MK2 cells. 

25 LLCMK2 / FHNmix represents LLC-MK2 cells in which the F and HN genes 
were introduced but not cloned. LLC/FHN represents LLC-MK2 cells in 
which the F and HN genes were introduced and the expression was induced 
by adenovirus (after 3 days); 1-13, 2-6, 2-16, 3-3, 3-18, 3-22, 4-3 
and 5-9 are cell-line numbers (names) in the cloning. 

30 Figure 23 indicates photographs showing the result for the 

confirmation of virus generation depending on the presence or absence 
pGEM/FHN. FHN-deficient GFP-expressing SeV cDNA, pGEM/NP, pGEM/P, 
pGEM/L, and pGEM/FHN were mixed and introduced into LLC-MK2 cells. 
3 hours after the gene transfer, the medium was changed with MEM 

35 containing AraC and trypsin and then the cells were further cultured 
for three days. 2 days after the gene transfer, observation was 
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carried out with a stereoscopic fluorescence microscope to evaluate 
the difference depending on the presence or absence of pGEM/FHN, and 
the virus generation was verified based on the spread of 
GFP-expressing cells. The result is shown here . When pGEM/FHN was 
added at the time of reconstitution, the spread of GFP-expressing 
cells was recognized; but when no pGEM/FHN was added, the GFP 
expression was observable merely in a single cell. 

Figure 24 indicates photographs showing the result of 
reconstitution by RNP transfection and growth of FHN-def icient 
viruses. On the third day after the induction of expression, cells 
co-expressing FHN (12 wells) were lipofected by using P0 RNP overlay 
or DOSPER, and then GFP was observed after 4 days. When RNP 
transfection was conducted, the harvest of viruses was successful 
for PI FHN-expressing cells as was for the F-deficient ones (top) . 
The growth of the FHN-def icient viruses was verified after inoculating 
a liquid comprising the viruses to cells in which the expression of 
FHN protein was induced 6 hours or more after the infection with 
Ade/Cre (bottom panel) . 

Figure 25 indicates photographs showing the result obtained 
after inoculating the liquid comprising viruses reconstituted from 
FHN-deficient GFP-expressing cDNA to LLC-MK2, LLC-MK2/F, LLC-MK2/HN, 
and LLC-MK2/FHN and culturing them in the presence or absence of the 
trypsin. The spread of cells expressing GFP protein was verified 3 
days after the culture. The result is shown here. The expansion of 
25 GFP was observed only with LLC-MK2/FHN, and thus it was verified that 
the virus contained in the liquid was grown in a manner specific to 
FHN co-expression and dependent on trypsin. 

Figure 2 6 is a photograph showing the result where the 
confirmation was carried out for the genomic structure of RNA derived 
30 from supernatant of the FHN-expressing cells. 

Figure 27 is a photograph showing the result where the 
confirmation was carried out for the genomic structure of RNA derived 
from supernatant of the F-expressing cells infected with the FHN 

deficient viruses. 

Figure 28 is a diagram showing inactivation of vaccinia virus 
and T7 activity when psoralen concentration was varied in psoralen/UV 
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irradiation . 

Figure 29 is a diagram showing inactivation of vaccinia virus 
and T7 RNA polymerase activity when the duration of UV irradiation 
was varied in psoralen/UV irradiation. 
5 Figure 30 indicates photographs showing a cytotoxicity (CPE) 

of vaccinia virus after psoralen/UV irradiation. 3x 10 5 LLC-MK2 cells 
were plated on a 6-well plate. After culturing overnight, the cells 
were infected with vaccinia virus at moi=2 . After 24 hours, CPE was 
determined. The result of CPE with mock-treatment of vaccinia virus 
10 is shown in A; CPE after the treatment with vaccinia virus for 15, 
20, or 30 minutes are shown in B, C, and D, respectively. 

Figure 31 is a diagram indicating the influence of duration of 
UV treatment of vaccinia virus on the reconstitution efficiency of 
Sendai virus. 

15 Figure 32 is a diagram indicating the titer of vaccinia virus 

capable of replicating that remained in the cells after the 
reconstitution experiment of Sendai virus. 

Figure 33 is a photograph showing a result of Western blot 
analysis using anti-VSV-G antibody. 

20 Figure 34 indicates a diagram showing results of flow cytometry 

analysis using anti-VSV-G antibody. It shows the result of analysis 
of LLC-MK2 cell line (LI) for the induction of VSV-G expression on 
the fourth day after AxCANCre infection (moi=0, 2.5, 5). Primary 
antibody used was anti-VSV-G antibody (MoAb 1-1) ; secondary antibody 

25 was FITC-labeled anti-mouse Ig. 

Figure 35 indicates photographs showing a result where 
supernatants were recovered after the infection with altered amounts 
of AxCANCre (MOI=0, 1.25, 2.5, 5, 10) and a constant amount of 
pseudo-type Sendai virus having a F gene-deficient genome, and further 

30 the supernatants were used to infect cells before VSV-G induction 
(-) and after induction ( + ) , and cells expressing GFP were observed 
after 5 days. 

Figure 36 indicates photographs showing the result obtained for 
the time course of virus production amount. 
35 Figure 37 indicates photographs showing the result obtained by 

examining whether the infectivity is influenced by the treatment of 
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pseudo-type Sendai virus having the F gene-deficient genome, which 
was established with the VSV-G-expressing cell line, and 
FHN-deficient Sendai virus treated with anti-VSV antibody. 

Figure 38 indicates photographs showing the result where the 

5 expression of the GFP gene was tested as an index to determine the 
presence of production of the pseudo-type virus having VSV-G in its 
capsid after the infection of VSV-G gene-expressing cells LLCG-L1 
with F and HN-deficient Sendai virus comprising the GFP gene. 

Figure 39 indicates photographs showing the result confirming 

10 that viruses grown in the VSV-G gene-expressing cells were deficient 
in F and HN genes by Western analysis of protein in the extract of 
infected cells. 

Figure 40 indicates photographs showing the result for the 
observation of GFP-expressing cells under a fluorescence microscope. 
15 Figure 41 is a diagram showing the improvement in efficiency 

for the reconstitution of SeV/AF-GFP by the combined used of the 
envelope-expressing plasmid and cell overlay. Considerable 
improvement was recognized at d3 to d4 (day 3 to day 4) of P0 (prior 
to passaging) . 

20 Figure 42 is a diagram showing the result where treatment 

conditions were evaluated for the reconstitution of SeV/AF-GFP by 
the combined used of the envelope-expressing plasmid and cell overlay. 
GFP-positive cells represent the amount of virus reconstituted. 

Figure 43 is a diagram showing the result where the rescue of 
25 F-deficient Sendai viruses from cDNA was tested. It shows the 
improvement in efficiency for the reconstitution of SeV/AF-GFP by 
the combined used of the envelope-expressing plasmid and cell overlay. 
All the tests were positive on the seventh day. However, the 
efficiency was evaluated on the third day where the probability of 
30 success was midrange. 

Figure 44 indicates photographs showing the result of lacZ 
expression by LacZ-comprising F-deficient Sendai virus vector 

comprising no GFP. 

Figure 45 indicates diagrams showing subcloning of Sendai virus 
35 genomic cDNA fragment (A) and structures of 5 Sendai virus genomic 
cDNAs constructed with newly introduced NotI site (B) . 
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Figure 46 is a diagram showing structures of plasmids to be used 
for cloning to add NotI site, transcription initiation signal, 
intervening sequence, and transcription termination signal into SEAP. 

Figure 47 indicates photographs showing the result of plaque 
5 assay of each Sendai virus vector. It shows partial fluorescence 
image in the plaque assay obtained by LAS1000. 

Figure 48 is a diagram showing the result where altered 
expression levels of reporter gene (SEAP) were compared with one 
another among the respective Sendai virus vectors. The data of 
10 SeV18+/SEAP was taken as 100 and the respective values were indicated 
relative to it. It was found that the activity, namely the expression 
level, was decreased as the SEAP gene was placed more downstream. 

Figure 49 indicates microscopic photographs showing the 
expression of GFP in PI cells co-expressing FHN. 
15 Figure 50 indicates photographs showing the result of Western 

blot analysis of the extracts from cells infected with VSV-G 

pseudo-type SeV/AF:GFP using anti-F antibody (anti-F) , anti-HN 
antibody (anti-HN) , and anti-Sendai virus antibody (anti-SeV) . 

Figure 51 indicates photographs showing GFP fluorescence from 
20 F- and HN-deficient cells infected with VSV-G pseudo-type SeV in the 
presence or absence of a neutralizing antibody (VGV antibody) . 

Figure 52 indicates photographs showing results of Western 
analysis for VSV-G pseudo-type Sendai viruses having F gene-deficient 
or F gene- and HN gene-deficient genome, which were fractionated by 
25 density gradient ultracentrifugation. 

Figure 53 indicates photographs showing hemagglutination test 
mediated with Sendai viruses having F gene-deficient genome, or VSV-G 
pseudo-type Sendai viruses having F gene-deficient or F gene- and 
HN gene-deficient genome. 
30 Figure 54 indicates diagrams showing the specificity of 

infection to culture cells of Sendai virus having F gene-deficient 
genome or VSV-G pseudo-type Sendai virus. 

Figure 55 indicates photographs showing the confirmation of the 

structures of NGF-expressing F-deficient Sendai virus (NGF/SeV/AF) . 
35 Figure 56 is a diagram showing the activity of NGF expressed 

by the NGF-comprising cells infected with F-deficient SeV. With the 
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initiation of culture, diluted supernatant of SeV-infected cells or 
NGF protein (control) was added to a dissociated culture of primary 
chicken dorsal root ganglion (DRG) neurons. After three days, the 
viable cells were counted by using mitochondrial reduction activity 

5 as an index (n=3) . The quantity of culture supernatant added 
corresponded to 1000-fold dilution. 

Figure 57 indicates photographs showing the activity of NGF 
expressed by the NGF-comprising cells infected with F-deficient SeV. 
With the initiation of culture, diluted supernatant of SeV-infected 

10 cells or NGF protein (control) was added to a dissociated culture 
of primary chicken dorsal root ganglion (DRG) neurons. After three 
days, the samples were observed under a microscope, 

A) control (without NGF) ; 

B) addition of NGF protein (10 ng/mL) ; 

15 C) addition of culture supernatant (100-fold diluted) of NGF/SeV 

infected cells; 

D) addition of culture supernatant (100-fold diluted) of NGF/SeV 
infected cells; 

E) addition of culture supernatant (100-fold diluted) of 

20 NGF/SeV/AF infected cells, and; 

F) addition of culture supernatant (100-fold diluted) of 

NGF/SeV/AF-GFP infected cells. 

Figure 58 is a photograph showing moi of Ad-Cre and the 

expression level of F protein. 
25 Figure 59 indicates photographs showing the expression of 

LLC-MK2/F by Adeno-Cre. 

Figure 60 is a photograph showing the durability of expression 

over the passages. 

Figure 61 indicates photographs showing the localization of F 

30 protein over the passages. 

Figure 62 is a diagram showing the correlation between GFP-CIU 

and anti-SeV-CIU. 
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Best Mode for Carrying out the Invention 

The present invention is illustrated in detail below with 
reference to Examples, but is not to be construed as being limited 
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thereto . 

[Example 1] Construction of F-deficient Sendai virus 

<1> Construction of F-deficient SeV genomic cDNA and F-expressing 

plasmid 

5 The full-length genomic cDNA of Sendai virus (SeV) , pSeV18 + b ( + ) 

(Hasan, M. K. et al., 1997, J. General Virology 78: 2813-2820) 
("pSeV18 + b( + )" is also referred to as xx pSeV18 + ") was digested with 
Sphl/Kpnl, and the resulting fragment (14673 bp) was recovered and 
cloned into pUC18, which was named plasmid pUC18/KS. The F-disrupted 

10 site was constructed on this pUC18/KS. The F gene disruption was 
performed by the combined use of PCR-ligation method, and as a result, 
the ORF for the F gene (ATG-TGA=1 698 bp) was removed; thus 
atgcatgccggcagatga (SEQ ID NO: 1) was ligated to it to construct the 
F-deficient SeV genomic cDNA (pSeV18 + /AF) . In PCR, a PCR product 

15 generated by using a primer pair (forward: 5 ' -gttgagtactgcaagagc/SEQ 
ID NO: 2, reverse: 

5 f -tttgccggcatgcatgtttcccaaggggagagttttgcaacc/SEQ ID NO: 3) was 
ligated upstream of F and another PCR product generated by using a 
primer pair (forward: 5 1 -atgcatgccggcagatga/SEQ ID NO: 4, reverse: 

20 5 1 -tgggtgaatgagagaatcagc/SEQ ID NO: 5) was ligated downstream of the 
F gene at EcoT22I site. The resulting plasmid was digested with Sad 
and Sail, and then the fragment (4931 bp) spanning the region 
comprising the site where F is disrupted was recovered and cloned 
into pUC18 to generate pUC18/dFSS. This pUC18/dFSS was digested with 

25 Drain. The resulting fragment was recovered and substituted with 
a Drain fragment from the region comprising the F gene of pSeV18 + ; 
and the ligation was carried out to generate plasmid pSeV18 + /AF. 

Further, in order to construct a cDNA (pSeV18 + /AF-GFP) in which 
the EGFP gene has been introduced at the site where F was disrupted, 

30 the EGFP gene was amplified by PCR. To set the EGFP gene with a 
multiple of 6 (Hausmann, S. et al . , RNA 2, 1033-1045 (1996)), PCR 
was carried out with an Nsil-tailed primer 

(5 1 -atgcatatggtgatgcggttttggcagtac : SEQ ID NO: 6) for the 5' end and 
an NgoMIV-tailed primer (5 1 -Tgccggctattattacttgtacagctcgtc : SEQ ID 



32 



NO: 7) for the 3' end. The PCR products were digested with restriction 
enzymes Nsil and NgoMIV, and then the fragment was recovered from 
the gel; the fragment was ligated at the site of P UC18/dFSS between 
Nsil and NgoMIV restriction enzyme sites where the disrupted F is 
located and the sequence was determined. A Drain fragment 
comprising the EGFP gene was removed and recovered from the site, 
and substituted for a Drain fragment in the region comprising the 
F gene of pSeV18 + ; then ligation was carried out to obtain plasmid 
pSeV18 + /AF-GFP. 

On the other hand, Cre/loxP-inducible expression plasmid for 
F gene expression was constructed by amplifying the SeV F gene by 
PCR, confirming the sequence, and inserting into the unique site Swal 
of plasmid pCALNdlw (Arai et al., J. Virology 72, 1998, plll5-1121) , 
in which the expression of gene products has been designed to be 
induced by Cre DNA recombinase, to obtain plasmid pCALNdLw/F. 
<2> Preparation of helper cells inducing the expression of SeV-F 
protein 

To recover infectious virus particles from F-deficient genome, 
a helper cell strain expressing SeV-F protein was established. The 
cell utilized was LLC-MK2 cell that is commonly used for the growth 
of SeV and is a cell strain derived from monkey kidney. The LLC-MK2 
cells were cultured in MEM containing 10% heat-treated inactivated 
fetal bovine serum (FBS) , sodium penicillin G (50 units /ml ) , and 
streptomycin (50 ^g/ml) at 37°C under 5% C0 2 gas. Because SeV-F gene 
product is cytotoxic, the above-mentioned plasmid pCALNdLw/F designed 
to induce the expression of F gene product through Cre DNA recombinase 
was introduced into LLC-MK2 cells by calcium phosphate method 
(mammalian transfection kit (Stratagene) ) according to the gene 
transfer protocol. 

10 ug of plasmid pCALNdLw/F was introduced into LLC-MK2 cells 
grown to be 40% confluent in a 10-cm plate, and the cells were cultured 
in 10 ml of MEM containing 10% FBS at 37 °C under 5% C0 2 for 24 hours 
in an incubator. After 24 hours, the cells were scraped off, and 
suspended in 10 ml medium; then the cells were plated on 5 dishes 
with 10-cm diameter (one plate with 5 ml; 2 plates with 2 ml; 2 plates 
with 0.2 ml) in MEM containing 10 ml of 10% FBS and 1200 ng/ml G418 
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(GIBCO-BRL) for the cultivation. The culture was continued for 14 
days while the medium was changed at 2-day intervals, to select cell 
lines in which the gene has been introduced stably. 30 cell strains 
were recovered as G418-resistant cells grown in the medium by using 
5 cloning rings. Each clone was cultured to be confluent in 10 -cm 
plates . 

After the infection of each clone with recombinant adenovirus 
AxCANCre expressing Cre DNA recombinase, the cells were tested for 
the expression of SeV-F protein by Western blotting using anti-SeV-F 

10 protein monoclonal IgG (f236; J. Biochem. 123: 1064-1072) as follows. 

After grown to be confluent in a 6-cm dish, each clone was 
infected with adenovirus AxCANCre at moi=3 according to the method 
of Saito et al., (Saito et al. , Nucl. Acids Res. 23: 3816-3821 (1995) ; 
Arai, T. et ah, J Virol 72, 1115-1121 (1998)). After the infection, 

15 the cells were cultured for 3 days. The culture supernatant was 
discarded and the cells were washed twice with PBS buffer, scraped 
off with a scraper and were collected by centrif ugation at 1500x g 
for five minutes. 

The cells are kept at -80°C and can be thawed when used. The 

20 cells collected were suspended in 150 jil PBS buffer, and then equal 
amount of 2x Tris-SDS-BME sample loading buffer (0.625 M Tris, pH 
6.8, 5%SDS, 25% 2-ME, 50% glycerol, 0.025% BPB; Owl) was added thereto . 
The mixture was heat-treated at 98 °C for 3 minutes and then used as 
a sample for electrophoresis. The sample (lx 10 5 cells/lane) was 

25 fractionated by electrophoresis in an SDS-polyacrylamide gel (Multi 
Gel 10/20, Daiichi Pure Chemicals) . The fractionated proteins were 
transferred onto a PVDF transfer membrane (Immobilon-P transfer 
membranes; Millipore) by semi-dry blotting. The transfer was carried 
out under a constant current of 1 mA/cm 2 for 1 hour onto the transfer 

30 membrane that had been soaked in 100% methanol for 30 seconds and 
then in water for 30 minutes. 

The transfer membrane was shaken in a blocking solution 
containing 0.05% Tween20 and 1% BSA (BlockAce; Snow Brand Milk 
Products) for one hour, and then it was incubated at room temperature 

35 for 2 hours with an anti-SeV-F antibody (f236) which had been diluted 
1000-folds with a blocking solution containing 0.05% Tween 20 and 
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1% BSA. The transfer membrane was washed 3 times in 20 ml of PBS-0.1% 
Tween20 while being shaken for 5 minutes and then it was washed in 
PBS buffer while being shaken for 5 minutes. The transfer membrane 
was incubated at room temperature for one hour in 10 ml of 
5 peroxidase-conjugated anti-mouse IgG antibody (Goat anti-mouse IgG; 
Zymed) diluted 2000-fold with the blocking solution containing 0.05% 
Tween 20 and 1% BSA. The transfer membrane was washed 3 times with 
20 ml of PBS-0.1% Tween20 while being shaken for 5 minutes, and then 
it was washed in PBS buffer while being shaken for 5 minutes. 
10 Detections were carried out for proteins cross-reacting to the 

anti-SeV-F antibody on the transfer membrane by chemiluminescence 
method (ECL western blotting detection reagents; Amersham) . The 
result is shown in Figure 1 . The SeV-F expression specific to AxCANCre 
infection was detected to confirm the generation of LLC-MK2 cells 
15 that induce expression of a SeV-F gene product. 

One of the several resulting cell lines, LLC-MK2/F7 cell, was 
analyzed by flow cytometry with an anti-SeV-F antibody (Figure 2) . 
Specifically, lx 10 5 cells were precipitated by centrif ugation at 
15, 000 rpm at 4°C for 5 minutes, washed with 200 ul PBS, and allowed 
20 to react in PBS for FACS (NIKKEN CHEMICALS) containing 100-fold 
diluted anti-F monoclonal antibody (f236) , 0.05% sodium azide, 2% 
FCS at 4°C for 1 hour in a dark place. The cells were again 
precipitated at 15,000 rpm at 4°C for 5 minutes, washed with 200 \il 
PBS, and then allowed to react to FITC-labeled anti-mouse IgG (CAPPED 
25 of 1 ug/ml on ice for 30 minutes. Then the cells were again washed 
with 200 ul PBS, and then precipitated by centrifugation at 15,000 
rpm at 4°C for 5 minutes. The cells were suspended in 1 ml of PBS 
for FACS and then analyzed by using EPICS ELITE (Coulter) argon laser 
at an excitation wavelength of 4 88 nm and at a fluorescence wavelength 
30 of 525 nm. The result showed that LLC-MK2/F7 exhibited a high 
reactivity to the antibody in a manner specific to the induction of 
SeV-F gene expression, and thus it was verified that SeV-F protein 
was expressed on the cell surface. 



35 [Example 2] Confirmation of function of SeV-F protein expressed by 
helper cells 
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It was tested whether or not SeV-F protein, of which expression 
was induced by helper cells, retained the original protein function. 

After plating on a 6-cm dish and grown to be confluent, 
LLC-MK2/F7 cells were infected with adenovirus AxCANCre at moi=3 
5 according to the method of Saito et al. (described above) . Then, the 
cells were cultured in MEM (serum free) containing trypsin (7.5jig/ml; 
GIBCOBRL) at 37 °C under 5% C0 2 in an incubator for three days. 

The culture supernatant was discarded and the cells were washed 
twice with PBS buffer, scraped off with a scraper and were collected 

10 by centrifugation at 1500x g for five minutes. The cleavage of 
expressed F protein by trypsin was verified by Western blotting as 
described above (Figure 3) . SeV-F protein is synthesized as F0 that 
is a non-active protein precursor, and then the precursor is activated 
after digested into two subunits Fl and F2 by proteolysis with trypsin. 

15 LLOMK2/F7 cells after the induction of F protein expression thus, 
like ordinary cells, continues to express F protein, even after being 
passaged, and no cytotoxicity mediated by the expressed F protein 
was observed as well as no cell fusion of F protein-expressing cells 
was observed. However, when SeV-HN expression plasmid (pCAG/SeV-HN) 

20 was transfected into the F-expressing cells and the cells were 
cultured in MEM containing trypsin for 3 days, cell fusion were 
frequently observed. The expression of HN on the cell surface was 
confirmed in an experiment using erythrocyte adsorption onto the cell 
surface (Hematoadsorption assay; Had assay) (Figure 4) . 

25 Specifically, 1% chicken erythrocytes were added to the culture cells 
at a concentration of 1 ml/dish and the mixture was allowed to stand 
still at 4°C for 10 minutes. The cells were washed 3 times with PBS 
buffer, and then colonies of erythrocytes on the cell surface were 
observed. Cell fusion was recognized for cells on which erythrocytes 

30 aggregated; cell fusion was found to be induced through the 
interaction of F protein with HN; and thus it was demonstrated that 
F protein, the expression of which was sustained in LLOMK2/F7, 
retained the original function thereof. 

35 [Example 3] Functional RNP having F-deficient genome and formation 
of virions 
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To recover virions from the deficient viruses, it is necessary 
to use cells expressing the deficient protein. Thus, the recovery 
of the deficient viruses was attempted with cells expressing the 
deficient protein, but it was revealed that the expression of F protein 
5 by the helper cell line stopped rapidly due to the vaccinia viruses 
used in the reconstitution of F-deficient SeV (Figure 5) and thus 
the virus reconstitution based on the direct supply of F protein from 
the helper cell line failed. It has been reported that replication 
capability of vaccinia virus is inactivated, but the activity of T7 
10 expression is not impaired by the treatment of vaccinia virus with 
ultraviolet light of long wavelengths (long-wave UV) in the presence 
of added psoralen (PLWUV treatment ) (Tsungetal., J Virol 70, 165-171, 
1996) . Thus, virus reconstitution was attempted by using 
PLWUV-treated vaccinia virus (PLWUV-VacT7 ) . UV Stratalinker 2400 
15 (Catalog NO. 400676 (100V) ; Stratagene, La Jolla, CA, USA) equipped 
with five 15-Watt bulbs were used for ultraviolet light irradiation. 
The result showed that the expression of F protein was inhibited from 
the F-expressing cells used in the reconstitution, but vaccinia was 
hardly grown in the presence of araC after lysate from the cells 
20 reconstituted with this PLWUV-VacT7 was infected to the helper cells, 
and it was also found that the expression of F protein by the helper 
cell line was hardly influenced. Further, this reconstitution of 
wild type SeV using this PLWUV-VacT7 enables the recovery of viruses 
from even 10 3 cells, whereas by previous methods, this was not possible 
25 unless 10 5 or more cells were there, and thus the efficiency of virus 
reconstitution was greatly improved. Thus, reconstitution of 
F-deficient SeV virus was attempted by using this method. 
<Reconstitution and amplification of F-deficient SeV virus> 

The expression of GFP was observed after transfecting LLC-MK2 
30 cells with the above-mentioned pSeV18 + /AF-GFP in which the enhanced 
green fluorescent protein (EGFP) gene had been introduced as a reporter 
into the site where F had been disrupted according to the 6n rule 
in the manner as described below. It was also tested for the influence 
of the presence of virus-derived genes NP, P, and L that are three 
35 components required for the formation of RNP. 

LLC-MK2 cells were plated on a 100-mm Petri-dish at a 
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concentration of 5x 10 6 cells/dish and were cultured for 24 hours. 
After the culture was completed, the cells were treated with psoralen 
and ultraviolet light of long wavelengths (365 ran) for 20 minutes, 
and the cells were infected with recombinant vaccinia virus expressing 
5 T7 RNA polymerase (Fuerst, T.R. et al., Proc. Natl. Acad. Sci. USA 
83, 8122-8126 (1986)) at room temperature for one hour (moi=2) (moi=2 
to 3 ; preferably moi=2 ) . After the cells were washed 3 times , plasmids 
pSeV18 + /AF~GFP, pGEM/NP, pGEM/P, and pGEM/L (Kato, A. et al., Genes 
cells 1, 569-579 (1996)) were respectively suspended in quantities 

10 of 12 jig, 4 ^g, 2 |ig, and 4 ng /dish in OptiMEM (GIBCO) ; SuperFect 
transfection reagent (1 jig DNA/5 (al SuperFect; QIAGEN) was added 
thereto; the mixtures were allowed to stand still at room temperature 
for 10 minutes; then they are added to 3 ml of OptiMEM containing 
3% FBS; cells were added thereto and cultured. The same experiment 

15 was carried out using wild-type SeV genomic cDNA (pSeV(+)) (Kato, 
A. et al., Genes cells 1, 569-579 (1996)) as a control instead of 
pSeV18 + /AF-GFP. After culturing for 3 hours, the cells were washed 
twice with MEM containing no serum, and then cultured in MEM containing 
cytosine (3-D-arabinof uranoside (AraC, 40 jig/ml; Sigma) and trypsin 

20 (7.5 jig /ml; GIBCO) for 70 hours. These cells were harvested, and the 
pellet was suspended in OptiMEM (10 7 cells/ml) . After 
f reeze-and-thaw treatment was repeated 3 times, the cells were mixed 
with lipofection reagent DOSPER (Boehringer Mannheim) (10 6 cells/25 
jil DOSPER) and allowed to stand still at room temperature for 15 

25 minutes. Then F-expressing LLC-MK2/F7 cell line (10 6 cells /well in 
12-well plate) was transfected, and the cells were cultured in MEM 
containing no serum (containing 40 (ig/ml AraC and 7.5 jig/ml trypsin) . 

The result showed that the expression of GFP was recognized only 
when all the three components, NP, P, and L derived from the virus 

30 are present and the deficient virus RNP expressing foreign genes can 
be generated (Figure 6) . 
<Conf irmation of F-deficient virions> 

It was tested whether the functional RNP reconstituted by 
F-deficient genomic cDNA by the method as described above could be 

35 rescued by the F-expressing helper cells and form infective virions 
of F-deficient virus. Cell lysates were mixed with cationic 
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liposome; the lysates were prepared by freeze/thaw from cells 
reconstituted under conditions in which functional RNP is formed 
(condition where pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, and pGEM/L are 
transfected at the same time) or conditions under which functional 
5 RNP is not formed (conditions in which two plasmids, pSeV18 + /AF-GFP 
and pGEM/NP, are transfected) as described above; the lysates were 
lipofected into F-expressing cells and non-expressing cells; the 
generation of virus particles was observed based on the expansion 
of the distribution of GFP-expressing cells. The result showed that 

10 the expansion of distribution of GFP-expressing cells was recognized 
only when the introduction to the F-expressing cells was carried out 
by using a lysate obtained under condition in which functional RNP 
is reconstituted (Figure 7) . Furthermore, even in plaque assay, the 
plaque formation was seen only under the same conditions. From these 

15 results, it was revealed that functional RNPs generated from 
F-def icient virus genome were further converted into infective virus 
particles in the presence of F protein derived from F-expressing cells 
and the particles were released from the cells. 

The demonstration of the presence of infective F-deficient 

20 virions in the culture supernatant was carried out by the following 
experiment. The lysate comprising the functional RNP constructed 
from the F gene deficient genome was lipofected to F-expressing cells 
as described in Example 2, and the culture supernatant was recovered. 
This culture supernatant was added to the medium of F-expressing cells 

25 to achieve the infection; on the third day, the culture supernatant 
was recovered and concurrently added to both F-expressing cells and 
cells that did not express F; and then the cells were cultured in 
the presence or absence of trypsin for three days. In F-expressing 
cells, viruses were amplified only in the presence of trypsin (Figure 

30 8) . It was also revealed that non-infectious virus particles were 
released into the supernatant of cells that do not express F (in the 
bottom panel of Figure 9) or from F-expressing cells cultured in the 
absence of trypsin . A summary of the descriptions above is as follows : 
the growth of F-deficient GFP-expressing viruses is specific to 

35 F-expressing cells and depends on the proteolysis with trypsin. The 
titer of infective F-deficient Sendai virus thus grown ranged from 
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0.5x 10 7 to Ix 10 7 ClU/ml. 

[Example 4] Analysis of F-deficient GFP-expressing virus 

In order to confirm the genomic structure of virions recovered 
5 from F-deficient cDNA, viruses were recovered from the culture 
supernatant of the F-expressing cells, the total RNA was extracted 
and then Northern blot analysis was conducted by using F and HN as 
probes. The result showed that the HN gene was detectable, but the 
F gene was not detectable in the viruses harvested from the 

10 F-expressing cells, and it was clarified that the F gene was not 
present in the viral genome (Figure 10) . Further, by RT-PCR GFP, it 
was confirmed that the gene was present in the deleted locus for F 
as shown in the construction of the cDNA (Figure 11) and that the 
structures of other genes were the same as those from the wild type. 

15 Based on the findings above, it was shown that no rearrangement of 
the genome had occurred during the virus reconstitution . In addition, 
the morphology of recovered F-deficient virus particles was examined 
by electron microscopy. Like the wild type virus, F-deficient virus 
particles had the helical RNP structure and spike-like structure 

20 inside (Figure 14). Further, the viruses were examined by 
immuno-electron microscopy with gold colloid-conjugated IgG (anti-F, 
anti-HN) specifically reacting to F or HN. The result showed that 
the spike-like structure of the envelope of the virus comprised F 
and HN proteins' (Figure 12), which demonstrated that F protein 

25 produced by the helper cells was efficiently incorporated into the 
virions. The result will be described below in detail. 
<Extraction of total RNA, Northern blot analysis, and RT-ECR> 

Total RNA was extracted from culture supernatant obtained 3 days 
after the infection of F-expressing cell LLC-MK2/F7 with the viruses 

30 by using QIAamp Viral RNA mini kit (QIAGEN) according to the protocol . 

The purified total RNA (5 jig) was separated by electrophoresis in 
a 1% denaturing agarose gel containing formaldehyde, and then 
transferred onto a Hybond-N+ membrane in a vacuum blotting device 
(Amersham- Pharmacia) . The prepared membrane was fixed with 0.05 M 
35 NaOH, rinsed with 2-fold diluted SSC buffer (Nacalai tesque) , and 
then was subjected to pre-hybridization in a hybridization solution 
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(Boehringrer Mannheim) for 30 minutes; a probe for the F or HN gene 
prepared by random prime DNA labeling (DIG DNA Labeling Kit; 
Boehringer Mannheim) using digoxigenin (DIG)-dUTP (alkaline 
sensitive) was added thereto and then hybridization was performed 

5 for 16 hours. Then, the membrane was washed, and allowed to react 
to alkaline phosphatase-conjugated anti-DIG antibody 
(anti-digoxigenin-AP) ; the analysis was carried out by using a DIG 
detection kit. The result showed that the HN gene was detectable but 
the F gene was not detectable in the viruses harvested from the 

10 F-expressing cells, and it was clarified that the F gene was not 
present in the viral genome (Figure 10) . 

Further, detailed analysis was carried out by RT-PCR. In the 
RT-PCR, first strand cDNA was synthesized from the purified virus 
RNA by using SUPERSCRIPTII Preamplif ication System (Gibco BRL) 

15 according to the protocol; the following PCR condition was employed 
with LA PCR kit (TAKARA ver2.1): 94°C/3 min; 30 cycles for the 
amplification of 94°C/45 sec, 55°C/45 sec,72°C/90 sec; incubation 
at 72 °C for 10 minutes; then the sample was electrophoresed in a 2% 

agarose gel at 100 v for 30 minutes, the gel was stained with ethidium 

20 bromide for a photographic image. Primers used to confirm the M gene 
and EGFP inserted into the F-deficient site were forward 1: 
5'-atcagagacctgcgacaatgc (SEQ ID NO: 8) and reverse 1: 
5'-aagtcgtgctgcttcatgtgg(SEQ ID NO: 9) ; primers used to confirm EGFP 
inserted into the F-deficient site and the HN gene were forward 2: 

25 5'-acaaccactacctgagcacccagtc (SEQ ID NO: 10) and reverse 2: 
5'-gcctaacacatccagagatcg (SEQ ID NO: 11); and the junction between 
the M gene and HN gene was confirmed by using forward 3: 
5'-acattcatgagtcagctcgc (SEQ ID NO: 12) and reverse 2 primer (SEQ 
ID NO: 11) . The result showed that the GFP gene was present in the 

30 deficient locus for F as shown in the construction of the cDNA (Figure 
11) and that the structures of other genes were the same as those 
from the wild type (Figure 13) . From the findings shown above, it 
is clarified that no rearrangement of the genome had resulted during 
the virus reconstitution . 
35 < Electron microscopic analysis with gold colloid-con jugated IgG> 
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The morphology of recovered F-deficient virus particles was 
examined by electron microscopy. First, culture supernatant of cells 
infected with the deficient viruses was centrifuged at 28,000 rpm 
for 30 minutes to obtain a virus pellet; then the pellet was 
5 re-suspended in 10-fold diluted PBS at a concentration of Ix 10 9 
HAU/ml; one drop of the suspension was dropped on a microgrid with 
a supporting filter and then the grid was dried at room temperature; 
the grid was treated with PBS containing 3.7% formalin for 15 minutes 
for fixation and then pre-treated with PBS solution containing 0.1% 

10 BSA for 30 minutes; further, anti-F monoclonal antibody (f236) or 
anti-HN monoclonal antibody (Miura, N. et al . , Exp. Cell Res. (1982) 
141: 409-420) diluted 200-fold with the same solution was dropped 
on the grid and allowed to react under a moist condition for 60 minutes . 
Subsequently, the grid was washed with PBS, and then gold 

15 colloid-conjugated anti-mouse IgG antibody diluted 200-fold was 
dropped and allowed to react under a moist condition for 60 minutes. 
Subsequently, the grid was washed with PBS and then with distilled 
sterile water, and air-dried at room temperature; 4% uranium acetate 
solution was placed on the grid for the staining for 2 minutes and 

20 the grid was dried; the sample was observed and photographed in a 
JEM-1200EXII electron microscope ( JEOL. ) . The result showed that the 
spike-like structure of the envelope of the virus comprised F and 
HN proteins (Figure 12), which demonstrated that F protein produced 
by the helper cells was efficiently incorporated into the virions. 

25 In addition, like the wild type virus, F-deficient virus particles 
had a helical RNP structure and a spike-like structure inside (Figure 
14) . 

[Example 5] High-efficiency gene transfer to a variety of cells via 
30 F-deficient SeV vector in vitro 

introduction into primary culture cells of rat cerebral cortex nerve 
cells> 

Primary culture cells of rat cerebral cortex neurons were 
prepared and cultured as follows: an SD rat (SPF/VAF Crj : CD, female, 
35 332 g, up to 9-week old; Charles River) on the eighteenth day of 
pregnancy was deeply anesthetized by diethyl ether, and then 
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euthanized by bloodletting from axillary arteries. The fetuses were 
removed from the uterus after abdominal section. The cranial skin 
and bones were cut and the brains were taken out. The cerebral 
hemispheres were transferred under a stereoscopic microscope to a 
5 working solution DMEM (containing 5% horse serum, 5% calf serum and 
10% DMSO) ; they were sliced and an ice-cold papain solution (1.5 U, 
0.2 mg of cysteine, 0.2 mg of bovine serum albumin, 5 mg glucose, 
DNase of 0.1 mg/ml) was added thereto; the solution containing the 
sliced tissues was incubated for 15 minutes while shaking by inverting 

10 the vial every 5 minutes at 32°C. After it was verified that the 
suspension became turbid enough and the tissue sections became 
translucent, the tissue sections were crushed into small pieces by 
pipetting. The suspension was centrifuged at 1200 rpm at 32 °C for 
5 minutes, and then the cells were re-suspended in B27-supplemented 

15 neural basal medium (GibcoBRL, Burlington, Ontario, Canada) . The 
cells were plated on a plate coated with poly-d-lysine (Becton 
Dickinson Labware, Bedford, MA, U.S.A.) at a density of lx 10 5 
cells/dish and then cultured at 37 °C under 5% C0 2 . 

After a primary culture of nerve cells from cerebral cortex (5x 

20 10 5 /well) was done for 5 days, the cells were infected with F-deficient 
SeV vector (moi=5) and further cultured for three days. The cells 
were fixed in a fixing solution containing 1% paraformaldehyde, 5% 
goat serum, and 0.5% Triton-X at room temperature for five minutes. 
Blocking reaction was carried out for the cells by using BlockAce 

25 (Snow Brand Milk Products) at room temperature for 2 hours, and then 
incubated with 500-fold diluted goat anti-rat microtubule-associated 
protein 2 (MAP-2) (Boehringer) IgG at room temperature for one hour. 
Further, the cells were washed three times with PBS(-) every 15 minutes 
and then were incubated with cys3-conjugated anti-mouse IgG diluted 

30 100-folds with 5% goat serum/PBS at room temperature for one hour. 
Further, after the cells were washed three times with PBS (-) every 
15 minutes, Vectashield mounting medium (Vector Laboratories, 
Burlingame, U.S.A.) was added to the cells; the cells, which had been 
double-stained with MAP-2 immuno staining and GFP fluorescence, were 

35 f luorescently observed by using a conf ocal microscope (Nippon Bio-Rad 
MRC 1024, Japan) and an inverted microscope Nikon Diaphot 300 equipped 
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with excitation band-pass filter of 470-500-nm or 510-550-nm. The 
result showed that GFP had been introduced in nearly 100% nerve cells 
that were MAP2-positive (Figure 15) . 
introduction into normal human cells> 
5 Normal human smooth-muscle cells, normal human hepatic cells, 

and normal human pulmonary capillary endothelial cells (Cell Systems) 
were purchased from DAINIPPON PHARMACEUTICAL and were cultured with 
SFM CS-C medium kit (Cell Systems) at 37 °C under 5% C0 2 gas. 

Human normal cells, such as normal human smooth-muscle cells 

10 (Figure 15, Muscle), normal human hepatic cells (Figure 15, Liver), 
and normal human pulmonary capillary endothelial cells (Figure 15, 
Lung) , were infected with F-deficient SeV vector (m.o.i=5) , and then 
the expression of GFP was observed. It was verified that the 
introduction efficiency was nearly 100% and the GFP gene was expressed 

15 at very high levels in all the cells (Figure 15) . 

introduction into mouse primary bone marrow cells> 

Further, an experiment was conducted, in which mouse primary 
bone marrow cells were separated by utilizing lineage markers and 
were infected with F-deficient SeV vector. First, 5-f luorouracil 

20 (5-FU, Wako Pure Chemical Industries) was given to C57BL mouse (6-week 
old male) at a dose of 150 mg/kg by intraperitoneal injection (IP 
injection); 2 days after the administration, bone marrow cells were 
collected from the thighbone. The mononuclear cells were separated 
by density gradient centrif ugation using Lympholyte-M (Cedarlane) . 

25 A mixture (3x 10 7 ) of Streptavidin-magnetic beads (Pharmingen; 
Funakoshi), which had been coated with biotin-labeled anti-CD45R 
(B220), anti-Ly6G (Gr-1), anti-Ly-76 (TER-119) , anti-1 (Thyl.2), and 
anti-Mac-1, were added to the mononuclear cells (3x 10 6 cells), and 
the resulting mixture was allowed to react at 4 °C for 1 hour; a fraction, 

30 from which Lin + cells had been removed by a magnet, was recovered (Lin" 
cells) (Erlich, S. etal., Blood 1999. 93 (1), 80-86). SeV of 2x 10 7 
HAU/ml was added to 4x 10 5 cells of Lin" cell, and further recombinant 
rat SCF (100 ng/ml, BRL) and recombinant human IL-6 (100 U/ml) were 
added thereto. In addition, F-deficient SeV of 4x 10 7 HAU/ml was added 

35 to 8x 10 5 of total bone marrow cells, and GFP-SeV of 5x 10 7 HAU/ml 
was added to lx 10 6 cells. GFP-SeV was prepared by inserting a 
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PCR-amplifieci NotI fragment, which contains the green fluorescence 
protein (GFP) gene (the length of the structural gene is 717 bp) to 
which a transcription initiation (Rl), a termination (R2) signal and 
an intervening (IG) sequence are added, at the restriction enzyme 

5 Notl-cleavage site of SeV transcription unit pUC18/T7HVJRz . DNA ( + 18) 
(Genes Cells, 1996, 1: 569-579). The reconstitution of viruses 
comprising the GFP gene was performed according to a known method 
(Genes Cells, 1996, 1: 569-579), using LLC-MK2 cells and embryonated 
egg, and then the viruses comprising the gene of interest were 

10 recovered. After a 48-hour culture following the infection with 
GFP-SeV, the cells were divided into two groups; one of them was 
allowed to react to phycoerythrin (PE) -labeled anti-CD117 (c-kit; 
Pharmingen) for 1 hour; the other was a control group. The cells were 
washed 3 times with PBS then were analyzed in a flow cytometer (EPICS 

15 Elite ESP; Coulter, Miami, FL) . 

The result showed that F-deficient SeV vector was also infected 
to bone marrow cells enriched by anti-c-kit antibody that has been 
utilized as a marker for blood primitive stem cells and the expression 
of the GFP gene was observed (Figure 16) . The presence of infective 

20 particles in the culture supernatant was confirmed by determining 
the presence of GFP-expressing cells three days after the addition 
of cell culture supernatant treated with trypsin to LLC-MK2 cells. 
It was clarified that none of these cells released infective virus 
particles . 

25 

[Example 6] Vector administration into rat cerebral ventricle 

Rats (F334/DU Crj, 6 week old, female, Charles River) were 
anesthetized by intraperitoneal inj ection of Nembutal sodium solution 
(Dainabot) diluted 10 fold (5mg/ml) with physiological saline (Otsuka 

30 Pharmaceutical Co., Ltd.). Virus was administrated using brain 
stereotaxic apparatus for small animals (DAVID KOPF) . 20 \il (10 8 CIU) 
were injected at the point 5 . 2 mm toward bregma from interaural line, 
2 . 0 mm toward right ear from lambda, 2 . 4 mm beneath the brain surface, 
using 30G exchangeable needles (Hamilton) . A high level expression 

35 of GFP protein was observed in ventricle ependymal cells (Figure 17) . 
Furthermore, in the case of F deficient SeV vector, the expression 
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of GFP protein was observed only in ependymal cells or nerve cells 
around the injection site, which come into contact with the virus, 
and no lesion was found in this region. Abnormality in behavior or 
changes in body weight were not observed in the rats with 
5 administration until dissection. After dissection, no lesion was 
found in the brain or in any of the tissues and organs analyzed, such 
as liver, lung, kidney, heart, spleen, stomach, intestine, and so 
forth. 

10 [Example 7] Formation of F-less virus particles from F-deficient SeV 
genome 
<1> 

F non-expressing LLC-MK2 cells and F-expressing LLC-MK2 cells 
(LC-MK2/F7) were infected with F-deficient SeV virus and cultured 

15 with ( + ) and without (-) trypsin. The result of HA assay of cell 
culture supernatant after 3 days is shown in Figure 18A. The culture 
supernatants were inoculated to embryonated chicken eggs, and the 
result of HA assay of chorioallantoic fluids after a 2 day-culture 
is shown in Figure 18B. "C" on top of panel indicates PBS used as 

20 the control group. The numbers indicated under "Dilution" indicates 
the dilution fold of the virus solution. Further, HA-positive 
chorioallantoic fluids in embryonated chicken eggs (lanes 11 and 12) 
was reinoculated into embryonated chicken eggs, and after culturing 
for two days, the chorioallantoic fluid was examined with HA assay 

25 (Figure 19C) . As a result, F non-expressing cells or embryonated 
chicken eggs infected with F-deficient SeV virus were found to be 
HA-positive. However, viruses had not propagated after 

re-inoculation to embryonated chicken eggs, proving that the 
HA-positive virus solution does not have secondary infectivity. 

30 <2> 

The non-infectious virus solution amplified in F non-expressing 
cells was examined for the existence of virus particles. Northern 
blot analysis was performed for total RNA prepared from the culture 
supernatant of F-expressing cells, HA-positive, non-infectious 
35 chorioallantoic fluid, and wildtype SeV by QIAamp viral RNA mini kit 
(QIAGEN) , using the F gene and HN gene as probes. As a result, bands 
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were detected for RNA derived from chorioallantoic fluid or virus 
in culture supernatant of F-expressing cells when the HN gene was 
used as the probe, whereas no bands were detected when using the F 
gene probe (Figure 10) . It was proven that the HA~positive, 
5 non-infectious fluid has non-infectious virus-like particles with 
an F-deficient genome. Further, analysis of the HA-positive, 
non-infectious virus solution by an immunoelectron microscopy 
revealed the existence of virus particles, and the envelope of virion 
reacted to the antibody recognizing gold colloid-labeled HN protein, 

10 but not to the antibody recognizing gold colloid-labeled F protein 
(Figure 20) . This result showed the existence of F-less virions, 
proving that the virus can be formed as a virion with HN protein alone, 
even without the existence of the F protein. It has been shown that 
SeV virion can form with F alone (Leyer, S. et al., J Gen. Virol 79, 

15 683-687 (1998)), and the present result proved for the first time 
that SeV virion can be formed with HN protein alone. Thus, the fact 
that F-less virions can be transiently produced in bulk in embryonated 
chicken eggs shows that virions packaging SeV F-deficient RNP can 
be produced in bulk. 

20 <3> 

As described above, F-less virus virions transiently amplified 
in embryonated chicken eggs are not at all infective towards cells 
infected by the Sendai virus. To confirm that functional RNP 
structures are packaged in envelopes, F-expressing cells and 

25 non-expressing cells were, mixed with cationic liposome (DOSPER, 
Boehringer mannheim) and transfected by incubation for 15 minutes 
at room temperature. As a result, GFP-expressing cells were not 
observed at all when the cells are not mixed with the cationic liposome, 
whereas all cells expressed GFP when mixed with cationic liposome. 

30 In F non-expressing cells, GFP expression was seen only in individual 
cells and did not extend to adjacent cells, whereas in F-expressing 
cells, GFP-expressing cells extended to form colonies (Figure 21) . 
Therefore, it became clear that non-infectious virions transiently 
amplified in embryonated chicken eggs could express a gene when they 

35 are introduced into cells by methods such as transf ection. 
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[Example 8] Reconstitution and amplification of the virus from 
FHN-def icient SeV genome 

reconstruction of FHN-def icient genomic cDNA> 

To construct FHN-def icient SeV genomic cDNA (pSeV18 + /AFHN) , 
5 pUC18/KS was first digested with EcoRI to construct pUC18/Eco, and 
then whole sequence from start codon of F gene to stop codon of HN 
gene (4866-8419) was deleted, then it was ligated at BsiwI site 
(cgtacg) . After the sequence of FHN deleted region was confirmed by 
base sequencing, EcoRI fragment (4057 bp) was recovered from gels 

10 to substitute for EcoRI fragment of pUC18/KS to accomplish the 
construction. A KpnI/SphI fragment (14673 bp) comprising the FHN 
deleted region was recovered from gels to substitute for KpnI/SphI 
fragment of pSeV13 + to obtain plasmid pSeV18 + /AFHN . 

On the other hand, the construction of FHN-def icient SeV cDNA 

15 introduced with GFP was accomplished as follows. Sall/Xhol fragment 
(7842 bp) was recovered from pSeV18 + /AFHN, and cloned into pGEMUZ 
(Promega) . The resultant plasmid was named as pGEMUZ/SXdFHN . To 
the FHN-def icient site of pGEMllZ/SXdFHN, PCR product with Bsixl sites 
at both ends of ATG-TAA (846 bp) of d2EGFP (Clontech) was ligated 

20 by digesting with Bsixl enzyme. The resultant plasmid was named as 
pSeV18 + /AFHN-d2GFP. 

Establishment of FHN-def icient , protein co-expressing cell line> 
The plasmid expressing F gene is identical to the one used for 

establishment of F-deficient, protein co-expressing cell line, and 
25 plasmid expressing HN gene was similarly constructed, and the fragment 

comprising ORF of HN was inserted to unique Swal site of pCALNdlw 

(Arai et al., described above) to obtain plasmid named pCALNdLw/HN. 
LLC-MK2 cells were mixed with same amount or different ratio 

of pCALNdLw/F and pCALNdLw/HN, to introduce genes using mammalian 
30 transfection kit (Stratagene) , according to the manufacture's 

protocol. Cells were cloned after a three week-selection with G418. 

Drug resistant clones obtained were infected with a recombinant 

adenovirus (Ade/Cre, Saito et al., described above) (moi=10) , which 

expresses Cre DNA recombinase. Then the cells were collected 3 days 
35 after inducing expression of F and HN protein after washing 3 times 

with PBS(-), and they were probed with monoclonal IgG of anti-SeV 
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F protein and anti-SeV HN protein by using Western blotting method 
(Figure 22) . 

Construction of pGEM/FHN> 

F and HN fragments used for the construction of pCALNdLw/F and 

5 pCALNdLw/HN were cloned into pGEM4Z and pGEM3Z (Promega) to obtain 
pGEM4Z/F and pGEM3Z/HN, respectively. A fragment obtained by PvuII 
digestion of the region comprising T7 promoter and HN of pGEM3Z/HN 
was recovered, and ligated into the blunted site cut at the SacI unique 
site at the downstream of F gene of pGEM4Z/F. F and HN proteins were 

10 confirmed by Western blotting using anti-F or anti-HN monoclonal 
antibodies to be expressed simultaneously when they were aligned in 
the same direction. 

<Reconstitution of FHN-def icient virus> 

The reconstitution of FHN-def icient viruses (P0) was done in 

15 two ways. One was using the RNP transfection method as used in the 
reconstitution of F-deficient virus, and the other was using T7 to 
supply co-expressing plasmids. Namely, under the regulation of T7 
promoter, plasmids expressing F and HN proteins were constructed 
separately, and using those plasmids F and HN proteins were supplied 

20 for the reconstitution. In both methods, reconstituted viruses were 
amplified by FHN coexpressing cells. FHN-def icient , GFP-expressing 
SeV cDNA (pSeV18 + /AFHN-d2GFP) , pGEM/NP, pGEM/P, pGEM/L, and pGEM/FHN 
were mixed in the ratio of 12 (ig/10 cm dish, 4 jig/10 cm dish, 2 ng/10 
cm dish, 4 (ag/10 cm dish, and 4 jig/10 cm dish (final total volume, 

25 3 ml/10 cm dish) for gene introduction into LLC-MK2 cells in the same 
way as F-deficient SeV reconstitution described above. Three hours 
after the gene introduction, media was changed to MEM containing AraC 
(40 fig /ml f SIGMA) and trypsin (7.5jxg/ml, GIBCO) , and cultured further 
for 3 days . Observation was carried out by fluorescence stereoscopic 

30 microscope 2 days after gene introduction. The effect of pGEM/FHN 
addition was analyzed, and the virus formation was confirmed by the 
spread of GFP-expressing cells. As a result, a spread of 
GFP-expressing cells was observed when pGEM/FHN was added at 
reconstitution, whereas the spread was not observed when pGEM/FHN 

35 was not added, and the GFP expression was observed only in a single 
cell (Figure 23) . It is demonstrated that the addition at FHN protein 
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reconstitution caused virus virion formation. On the other hand, in 
the case of RNP transf ection, virus recovery was successfully 
accomplished in FHN expressing cells of PI, as in the case of F 
deficiency (Figure 24, upper panel) . 
5 Virus amplification was confirmed after infection of 

FHN-def icient virus solution to cells induced to express FHN protein 
6 hours or more after Ade/Cre infection (Figure 24, lower panel) . 

Solution of viruses reconstituted from FHN-def icient 
GFP-expressing SeV CDNA was infected to LLOMK2, LLOMK2/F, 

10 LLC-MK2/HN and LLC-MK2/FHN cells, and cultured with or without the 
addition of trypsin. After 3 days of culture, spread of GFP protein 
expressing cells was analyzed. As a result, spread of GFP was observed 
only in LLC-MK2/FHN, confirming that the virus solution can be 
amplified specifically by FHN co-expression and in a trypsin dependent 

15 manner (Figure 25) . 

To confirm FHN-def icient viral-genome, culture supernatant 
recovered from LLC-MK2/FHN cells was centrifuged, and RNA was 
extracted using QIAamp Viral RNA mini kit (QIAGEN) , according to 
manufacturer's protocol. The RNA was used for template synthesis of 

20 RT-PCR using Superscript Preamplif ication System for first Strand 
Synthesis (GIBCO BRL) , and PCR was performed using TAKARA Z-Taq 
(Takara) . F-def icient virus was used as a control group. PCR primer 
sets were selected as combination of M gene and GFP gene, or 
combination of M gene and L gene (for combination of M gene and GFP 

25 gene (M-GFP) , forward: 5 1 -atcagagacctgcgacaatgc / SEQ ID NO: 13, 
reverse: 5 1 -aagtcgtgctgcttcatgtgg / SEQ ID NO: 14; for combination 
of M gene and L gene (M-L) , forward: 5 1 -gaaaaacttagggataaagtccc / 
SEQ ID NO: 15, reverse: 5 ' -gttatctccgggatggtgc / SEQ ID NO: 16) . As 
a result, specific bands were obtained for both F-deficient and 

30 FHN-def icient viruses at RT conditions when using M and GFP genes 
as primers. In the case of using M and L genes as primers, the bands 
with given size comprising GFP were detected for FHN deficient sample, 
and lengthened bands with the size comprising HN gene were detected 
for F deficient one. Thus, FHN deficiency in genome structure was 

35 proven (Figure 2 6) . 

On the other hand, FHN-def icient virus was infected to 
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F-expressing cells similarly as when using the F-deficient virus, 
and culture supernatant was recovered after 4 days to perform 
infection experiment toward LLC-MK2, LLC-MK2/F, and LLC-MK2/FHN. As 
a result, GFP expression cell was not observed in any infected cell, 
showing that the virus has no infectiousness to these cells. However, 
it has been already reported that F protein alone is enough to form 
virus particles (Kato, A. et al., Genes cells 1, 569-579 (1996)) and 
that asialoglycoprotein receptor (ASG-R) mediates specific infection 
to hepatocytes (Spiegel et al . , J. Virol 72, 5296-5302, 1998). Thus, 
virions comprising FHN-def icient RNA genome, with virus envelope 
configured with only F protein may be released to culture supernatant 
of F-expressing cells. Therefore, culture supernatant of 
F-expressing cells infected with FHN-def icient virus was recovered, 
and after centrifugation, RNA was extracted as described above and 
analyzed by RT-PCR by the method described above. As a result, the 
existence of RNA comprising FHN-def icient genome was proved as shown 
in Figure 27. 

Western blotting analysis of virus virion turned into 
pseudotype with VSV-G clearly shows that F and HN proteins are not 
expressed. It could be said that herein, the production system of 
FHN-def icient virus virions was established. 

Moreover, virions released from F protein expressing cells were 
overlaid on FHN expressing or non-expressing LLC-MK2 cells with or 
without mixing with a cationic liposome (50 |il DOSPER/500 jil/well) . 
As a result, spread of GFP-expressing cells was observed when overlaid 
as mixture with DOSPER, while HN-less virion only has no 
infectiousness at all, not showing GFP-expressing cells, as was seen 
in the case of F-less particles described above. In FHN 
non-expressing cells GFP expressing cell was observed, but no evidence 
of virus re-formation and spread was found. 

These virus-like particles recovered from F-expressing cells 
can infect cells continuously expressing ASG-R gene, ASG-R 
non-expressing cells, or hepatocytes, and whether the infection is 
liver-specific or ASG-R specific can be examined by the the method 
of Spiegel et al. 
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[Example 9] Application of deficient genome RNA virus vector 

1. F-deficient RNP amplified in the system described above is 
enclosed by the F-less virus envelope . The envelope can be introduced 
into cells by adding any desired cell-introducing capability to the 

5 envelope by chemical modification methods and such, or by gene 
introducing reagents or gene guns or the like (RNP transf ection, or 
RNP injection) , and the recombinant RNA genome can replicate and 
produce proteins autonomously and continuously in the cells. 

2. A vector capable of specific targeting can be produced, when 
10 intracellular domain of HN is left as-is, and the extracellular domain 

of HN is fused with ligands capable of targeting other receptors in 
a specific manner, and recombinant gene capable of producing chimeric 
protein is incorporated into viral-genome. In addition, the vector 
can be prepared in cells producing the recombinant protein. These 
15 vectors can be applicable to gene therapy, as vaccines, or such. 

3. Since the reconstitution of SeV virus deficient in both FHN has 
been successfully accomplished, targeting vector can be produced by 
introducing targeting-capable envelope chimeric protein gene into 
FHN deletion site instead of the GFP gene, reconstituting it by the 

20 same method as in the case of FHN-def icient vector, amplifying the 
resultant once in FHN-expressing cells, infecting the resultant to 
non-expressing cells, and recovering virions formed with only the 
targeting-capable chimeric envelope protein transcribed from the 
viral-genome . 

25 4. A mini-genome of Sendai virus and a virion formed with only F 

protein packaging mini-genome by introducing NP, P, L and F gene to 
cells have been reported (Leyer et al. , J Gen. Virol 79, 683-687, 1998) . 
A vector in which murine leukemia virus is turned into pseudo-type 
by Sendai F protein has also been reported (Spiegel et al . , J. Virol 

30 72, 5296-5302, 1998) . Also reported so far is the specific targeting 
of trypsin-cleaved F-protein to hepatocytes mediated by ASG-R (Bitzer 
et al., J.Virol. 71, 5481-5486, 1997). The systems in former reports 
are transient particle-forming systems, which make it difficult to 
continuously recover vector particles. Although Spiegel et al. has 

35 reported retrovirus vector turned into pseudo-type by Sendai F protein, 
this method carries intrinsic problems like the retrovirus being able 
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to introduce genes to only mitotic cells. The virus particles 
recovered in the present invention with a FHN co-deficient SeV 
viral-genome and only the F protein as the envelope protein are 
efficient RNA vectors capable of autonomous replication in the 
5 cytoplasm irrespective of cell mitosis. They are novel virus 
particles, and is a practical system facilitating mass production. 

[Example 10] Virus reconstitution and amplification from 
FHN-def icient SeV genome 
10 The techniques of reconstitution of infectious virus particles 

from cDNA that cloned the viral genome has been established for many 
single strand minus strand RNA viruses such as the Sendai virus, 
measles virus. 

In most of the systems, reconstitution is carried out by 

15 introducing plasmids introduced with cDNA, NP, P, and L genes at the 
downstream of T7 promoter into cells and expressing cDNA and each 
gene using T7 polymerase. To supply T7 polymerase, recombinant 
vaccinia virus expressing T7 polymerase is mainly used. 

T7 expressing vaccinia virus can express T7 polymerase 

20 efficiently in most cells. Although, because of vaccinia 
virus-induced cytotoxicity, infected cells can live for only 2 or 
3 days . In most cases, rif ampicin is used as an anti-vaccinia reagent . 
In the system of Kato et al. (Kato, A. et al., Genes cells 1, 569-579 
(1996)), AraC was used together with rifampicin for inhibiting 

25 vaccinia virus growth to a minimum level, and efficient reconstitution 
of Sendai virus. 

However, the reconstitution efficiency of minus strand RNA 
virus represented by Sendai virus is several particles or less in 
Ix 10 5 cells, far lower than other viruses such as retroviruses. 

30 Cytotoxicity due to the vaccinia virus and the complex reconstitution 
process (transcribed and translated protein separately attaches to 
bare RNA to form RNP-like structure, and after that, transcription 
and translation occurs by a polymerase) can be given as reasons for 
this low reconstitution efficiency. 

35 In addition to the vaccinia virus, an adeno virus system was 

examined as a means for supplying T7 polymerase, but no good result 
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was obtained. Vaccinia virus encodes RNA capping enzyme functioning 
in cytoplasm as the enzyme of itself in addition to T7 polymerase 
and it is thought that the enzyme enhances the translational 
efficiency by capping the RNA transcribed by T7 promoter in the 
5 cytoplasm. The present invention tried to enhance the reconstitution 
efficiency of Sendai virus by treating vaccinia virus with 
Psoralen-Long-Wave-UV method to avoid cytotoxicity due to the 
vaccinia virus. 

By DNA cross-linking with Psoralen and long-wave ultraviolet 

10 light, the state in which the replication of virus with DNA genome 
is inhibited, without effecting early gene expression in particular, 
can be obtained. The notable effect seen by inactivation of the virus 
in the system may be attributed to that vaccinia virus having a long 
genome (Tsung, K. et al . , J Virol 70, 165-171 (1996)). 

15 In the case of wildtype virus that can propagate autonomously, 

even a single particle of virus formed by reconstitution makes it 
possible for Sendai virus to be propagated by inoculating transf ected 
cells to embryonated chicken eggs. Therefore, one does not have to 
consider of the efficiency of reconstitution and the residual vaccinia 

20 virus seriously. 

However, in the case of reconstitution of various mutant viruses 
for researching viral replication, particle formation mechanism, and 
so on, one may be obligated to use cell lines expressing a protein 
derived from virus and such, not embryonated chicken eggs, for 

25 propagation of the virus. Further, it may greatly possible that the 
mutant virus or deficient virus propagates markedly slower than the 
wild type virus. 

To propagate Sendai virus with such mutations, transfected 
cells should be overlaid onto cells of the next generation and cultured 

30 for a long period. In such cases, the reconstitution efficiency and 
residual titer of vaccinia virus may be problematic. In the present 
method, titer of surviving vaccinia virus was successfully decreased 
while increasing reconstitution efficiency. 

Using the present method, a mutant virus that could have not 

35 been ever obtained in the former system using a non-treated vaccinia 
virus was successfully obtained by reconstitution (F, FHN-def icient 
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virus) . The present system would be a great tool for the 
reconstitution of a mutant virus, which would be done more in the 
future. Therefore, the present inventors examined the amount of 
Psoralen and ultraviolet light (UV) , and the conditions of vaccinia 
virus inactivation . 
<Experiment> 

First, Psoralen concentration was tested with a fixed 
irradiation time of 2 min. Inactivation was tested by measuring the 
titer of vaccinia virus by plaque formation, and by measuring T7 
polymerase activity by pGEM-luci plasmid under the control of T7 
promoter and mini-genome of Sendai virus. The measurement of T7 
polymerase activity of mini-genome of Sendai virus is a system in 
which cells are transf ected concomitantly with plasmid of mini-genome 
of Sendai virus and pGEM/NP, pGEM/P, and pGEM/L plasmids, which 
express NP-, P-, and L-protein of Sendai virus by T7, to examine 
transcription of luciferase enzyme protein by RNA polymerase of Sendai 
virus after the formation of ribonucleoprotein complex. 

After the 2 min UV irradiation, decrease in titer of vaccinia 
virus depending on psoralen concentration was seen. However, T7 
polymerase activity was unchanged for a Psoralen concentration up 
to 0, 0.3, and 1 ng/ml, but decreased approximately to one tenth at 

10 ng/ml (Figure 28) . 

Furthermore, by fixing Psoralen concentration to 0 . 3 |ig/ml, UV 
irradiation time was examined. In accordance with the increase of 
irradiation time, the titer of vaccinia virus was decreased, although 
no effect on T7 polymerase activity was found up to a 30 min irradiation. 
In this case, under the conditions of 0 . 3 ug/ml and 30 min irradiation, 
titer could be decreased down to 1/1000 without affecting T7 
polymerase activity (Figure 29) . 

However, in vaccinia virus with a decreased titer of 1/1000, 
CPE 24 hours after infection at moi=2 calibrated to pretreatment titer 
(moi=0.002 as residual titer after treatment) was not different from 
that of non-treated virus infected at moi=2 (Figure 30) . 

Using vaccinia virus treated under the conditions described 
above, the efficiency of reconstitution of Sendai virus was examined. 
Reconstitution was carried out by the procedure described below, 
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modifying the method of Kato et al. mentioned above. LLC-MK2 cells 
were seeded onto 6-well microplates at 3x 10 5 cells/well, and after 
an overnight culture, vaccinia virus was diluted to the titer of 6x 
10 5 pfu/100 nl calibrated before PLWUV treatment, and infected to 
5 PBS-washed cells. One hour after infection, 100 ^il of OPTI-MEM added 
withl, 0.5, 1, and 4 jig of plasmid pGEM-NP, P, L, and cDNA, respectively, 
was further added with 10 ^1 Superfect (QIAGEN) and left standing 
for 15 min at room temperature, and after adding 1 ml OPTI-MEM (GIBCO) 
(containing Rif. and AraC) , was overlaid onto the cells. 

10 Two, three and four days after transf ection, cells were 

recovered, centrifuged, and suspended in 300 (il/well of PBS. 100 |il 
of cell containing solution made from the suspension itself, or by 
diluting the suspension by 10 or 100 folds, was inoculated to 
embryonated chicken eggs at day 10 following fertilization, 4 eggs 

15 for each dilution (lx 10 5 , lx 10 4 , and lx 10 3 cells, respectively). 
After 3 days, allantoic fluid was recovered from the eggs and the 
reconstitution of virus was examined by HA test (Table 1) . Eggs with 
HA activity was scored as 1 point, 10 points and 100 points for eggs 
inoculated with lx 10 5 , lx 10 4 , and lx 10 3 cells, respectively, to 

20 calculate Reconstitution Score (Figure 31) . The formula is as shown 
in Table 1. 

Table 1. Effect of the duration of UV treatment of vaccinia virus 
on reconstitution efficiency of Sendai virus 
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Also, residual titers of vaccinia virus measured at 2, 3, and 
4 days after transfection within cells were smaller in the treated 
5 group in proportion to the titer given before transfection (Figure 
32) . 

By inactivating vaccinia virus by PLWUV, titer could be 
decreased down to 1/1000 without affecting T7 polymerase activity. 
However, CPE derived from vaccinia virus did not differ from that 
10 of non-treated virus with a 1000 fold higher titer as revealed by 
microscopic observations. 

Using vaccinia virus treated with the condition described above 
for reconstitution of Sendai virus, reconstitution efficiency 
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increased from ten to hundred folds (Figure 31) . At the same time, 
residual titer of vaccinia virus after transfection was not 5 pfu/10 5 
cells or more. Thus, the survival of replicable vaccinia virus was 
kept at 0.005% or less. 

5 

[Example 11] Construction of pseudotype Sendai virus 
<1> Preparation of helper cells in which VSV-G gene product is induced 
Because VSV-G gene product has a cytotoxicity, stable 
transf ormant was created in LLC-MK2 cells using plasmid pCALNdLG (Arai 

10 T. et al., J. Virology 72 (1998) plll5-1121) in which VSV-G gene 
product can be induced by Cre recombinase. Introduction of plasmid 
into LLC-MK2 cells was accomplished by calcium phosphate method 
(CalPhosTMMammalian Transfection Kit, Clontech) , according to 
accompanying manual. 

15 Ten micrograms of plasmid pCALNdLG was introduced into LLC-MK2 

cells grown to 60% confluency in a 10 cm culture dish. Cells were 
cultured for 24 hours with 10 ml MEM-FCS 10% medium in a 5% C0 2 incubator 
at 37 °C. After 24 hours, cells were scraped off and suspended in 10 
ml of medium, and then using five 10 cm culture dishes, 1, 2 and 2 

20 dishes were seeded with 5 ml, 2 ml and 0.5 ml, respectively. Then 
they were cultured for 14 days in 10 ml MEM-FCS 10% medium containing 
1200 jig/ml G418 (GIBCO-BRL) with a medium change on every other day 
to select stable transf ormants . Twenty-eight clones resistant to 
G418 grown in the culture were recovered using cloning rings. Each 

25 clone was expanded to confluency in a 10 cm culture dish. 

For each clone, the expression of VSV-G was examined by Western 
blotting described below using anti-VSV-G monoclonal antibody, after 
infection with recombinant adenovirus AxCANCre containing Cre 
recombinase . 

30 Each clone was grown in a 6 cm culture dish to confluency, and 

after that, adenovirus AxCANCre was infected at MOI=10 by the method 
of Saito et al. (see above) , and cultured for 3 days. After removing 
the culture supernatant, the cells were washed with PBS, and detached 
from the culture dish by adding 0 . 5 ml PBS containing 0.05% trypsin 

35 and 0.02% EDTA (ethylenediaminetetraacetic acid) and incubating at 
37°C, 5 min. After suspending in 3 ml PBS, the cells were collected 
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by centrifugation at 1500x g, 5 min. The cells obtained were 
resuspended in 2 ml PBS, and then centrifuged again at 1500x g, 5 
min to collect cells. 

The cells can be stored at -20°C, and can be used by thawing 
5 according to needs. The collected cells were lysed in 100 \il cell 
lysis solution (RIPA buffer, Boehringer Mannheim) , and using whole 
protein of the cells (lx 10 5 cells per lane) Western blotting was 
performed. Cell lysates were dissolved in SDS-polyacrylamide gel 
electrophoresis sample buffer (buffer comprising 6 mM Tris-HCl 

10 (pH6.8), 2% SDS, 10% glycerol, 5% 2-mercaptoethanol ) and subjected 
as samples for electrophoresis after heating at 95°C, 5 min. The 
samples were separated by electrophoresis using SDS-polyacrylamide 
gel (Multigel 10/20, Daiichi Pure Chemicals Co., Ltd), and the 
separated protein was then transferred to transfer membrane 

15 (Immobilon-P Transf erMembranes , Millipore) by semi-dry blotting 
method. Transfer was carried out using transfer membrane soaked with 
100% methanol for 20 sec and with water for 1 hour, at a 1 mA/cm 2 constant 
current for 1 hour. 

The transfer membrane was shaken in 40 ml of blocking solution 

20 (Block-Ace, Snow Brand Milk Products Co . , Ltd.) for 1 hour, and washed 
once in PBS. 

The transfer membrane and 5 ml anti-VSV-G antibody (clone P4D4, 
Sigma) diluted 1/1000 by PBS containing 10% blocking solution were 
sealed in a vinyl-bag and left to stand at 4°C. 
25 The transfer membrane was soaked twice in 40 ml of PBS-0 . 1% Tween 

20 for 5 min, and after the washing, soaked in PBS for 5 min for washing. 

The transfer membrane and 5 ml of anti-mouse IgG antibody 
labeled with peroxidase (anti-mouse immunoglobulin, Amersham) 
diluted to 1/2500 in PBS containing 10% blocking solution were sealed 
30 in vinyl-bag and were shaken at room temperature for 1 hour. 

After shaking, the transfer membrane was soaked twice in 
PBS-0. 1% Tween 20 for 5 min, and after the washing, soaked in PBS 
for 5 min for washing. 

The detection of proteins on the membrane crossreacting with 
35 anti-VSV-G antibody was carried out by the luminescence method (ECL 
Western blotting detection reagents, Amersham) . The result is shown 
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in Figure 33. Three clones showed AxCANCre infection specific VSV-G 
expression, confirming the establishment of LLC-MK2 cells in which 
VSV-G gene product can be induced. 

One clone among the clones obtained, named as LLCG-L1, was 
5 subjected to flow cytometry analysis using anti-VSV antibody (Figure 
34) . As a result, reactivity with antibody specific to VSV-G gene 
induction was detected in LLCG-L1, confirming that VSV-G protein is 
expressed on the cell surface. 

10 <2> Preparation of pseudotype Sendai virus comprising a genome 
deficient in the F gene using helper cells 

Sendai virus comprising a genome deficient in F gene was 
infected to VSV-G gene expressing cells, and whether production of 
pseudotype virus with VSV-G as capsid can be seen or not was examined 

15 using F-deficient Sendai virus comprising GFP gene described in the 
examples above, and the expression of GFP gene as an index. As a result, 
in LLCG-L1 without infection of recombinant adenovirus AxCANCre 
comprising Cre recombinase, virus gene was introduced by F-deficient 
Sendai virus infection and GFP-expressing cells were detected, 

20 although the number of expressing cells was not increased. In VSV-G 
induced cells, chronological increase of GFP-expressing cells was 
found. When 1/5 of supernatants were further added to newly VSV-G 
induced cells, no gene introduction was seen in the former supernatant, 
while the increase of GFP-expressing cells as well as gene 

25 introduction were found in the latter supernatant. Also, in the case 
that supernatant from latter is added to LLCG-L1 cells without 
induction of VSV-G, gene was introduced, but increase of 
GFP-expressing cells was not seen. Taken together, virus propagation 
specific to VSV-G expressing cells was found, and pseudotype 

30 F-deficient virus formation with VSV-G was found. 

<3> Evaluation of conditions for producing pseudotype Sendai virus 
with F gene-deficient genome 

A certain amount of pseudotype Sendai viruses with F 
gene-deficient genomes was infected changing the amount of AxCANCre 

35 infection (MOI=0, 1.25, 2.5, 5, and 10) and culture supernatant was 
recovered at day 7 or day 8. Then, the supernatant was infected to 
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the cells before and after induction of VSV-G, and after 5 days, number 
of cells expressing GFP was compared to see the effect of amount of 
VSV-G gene expression. As a result, no virus production was found 
at MOI=0 and maximum production was found at MOI-10 (Figure 35) . In 
addition, when time course of virus production was analyzed, the 
production level started to increase from day 5 or after, persisting 
to day 8 (Figure 36) . The measurement of virus titer was accomplished 
by calculating the number of particles infected to cells in the virus 
solution (CIU), by counting GFP-expressing cells 5 days after 
infection of serially (10 fold each) diluted virus solutions to cells 
not yet induced with VSV-G. As a result, the maximal virus production 
was found to be 5x 10 5 ClU/ml. 

<4> Effect of anti-VSV antibody on infectiousness of pseudotype Sendai 
virus with F gene-deficient genome 

As to whether pseudotype Sendai virus with F gene-deficient 
genome obtained by using VSV-G expressing cells comprises VSV-G 
protein in the capsid, the neutralizing activity of whether 
infectiousness will be affected was evaluated using anti-VSV antibody. 
Virus solution and antibody were mixed and lest standing at room 
20 temperature for 30 min, and then infected to LLCG-L1 cells without 
VSV-G induction. On day 5, gene-introducing capability was examined 
by the existence of GFP-expressing cells. As a result, perfect 
inhibition of infectiousness was seen by the anti-VSV antibody, 
whereas in Sendai virus with F gene-deficient genome having the 
original capsid, the inhibition was not seen (Figure 37) . Therefore, 
it was clearly shown that the present virus obtained is a pseudotype 
Sendai virus comprising VSV-G protein in its capsid, in which 
infectiousness of the virus can be specifically inhibited by an 
antibody . 

<5> Confirmation of pseudotype Sendai virus's possession of 

F-deficient genome 

Western blotting analysis of cell extract of infected cells was 
carried out to examine if the present virus propagated in cells 
expressing VSV-G gene is the F-deficient type. Western analysis was 
35 accomplished by the method described above. As the primary 
antibodies, anti-Sendai virus polyclonal antibody prepared from 
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rabbit, anti-F protein monoclonal antibody prepared from mouse, and 
anti-HN protein monoclonal antibody prepared from mouse were used. 
As the secondary antibodies, anti-rabbit IgG antibody labeled with 
peroxidase in the case of anti-Sendai virus polyclonal antibody, and 
5 anti-mouse IgG antibody labeled with peroxidase in the case of anti-F 
protein monoclonal antibody and anti-HN protein monoclonal antibody, 
were used. As a result, F protein was not detected, whereas protein 
derived from Sendai virus and HN protein were detected, confirming 
it is F-deficient type. 

10 <6> Preparation of pseudotype Sendai virus with F and HN 
gene-deficient genome by using helper cells 

Whether the production of pseudotype virus with VSV-G in its 
capsid is observed after the infection of Sendai virus with F and 
HN gene-deficient genome to LLCG-L1 cells expressing VSV-G gene was 

15 analyzed using GFP gene expression as the indicator and F and HN 
gene-deficient Sendai virus comprising GFP gene described in examples 
above, by a similar method as described in examples above. As a result, 
virus propagation specific to VSV-G expressing cells was observed, 
and the production of F and HN deficient Sendai virus that is a 

20 pseudotype with VSV-G was observed (Figure 38) . The measurement of 
virus titer was accomplished by calculating the number of particles 
infected to cells in the virus solution (CIU) , by counting 
GFP-expressing cells 5 days after infection of serially (10 fold each) 
diluted virus solutions to cells not yet induced with VSV-G. As a 

25 result, the maximal virus production was lx 10 6 ClU/ml. 

<7> Confirmation of pseudotype Sendai virus's possession of F and 
HN deficient genome 

Western blotting of proteins in cell extract of infected cells 
was carried out to analyze whether the present virus propagated in 

30 VSV-G expressing cells are the F and HN deficient type. As a result, 
F and HN proteins were not detected, whereas proteins derived from 
Sendai virus were detected, confirming that it is F and HN deficient 
type (Figure 39) . 

35 [Example 12] Analysis of virus reconstitution method 
Conventional method> 
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LLC-MK2 cells were seeded onto 100 mm culture dishes at 5x 10 6 
cells/dish. After a 24 hour culture, the cells were washed once with 
MEM medium without serum, and then infected with recombinant vaccinia 
virus expressing T7 RNA polymerase (Fuerst, T.R. et al., Proc. Natl. 
5 Acad. Sci. USA 83, 8122-8126 1986) (vTF7-3) at room temperature for 
1 hour (moi=2) (moi=2 to 3, preferably moi=2 is used) . The virus used 
herein, was pretreated with 3 |ig/ml psoralen and long-wave ultraviolet 
light (365 nm) for 5 min. Plasmids pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, 
and pGEM/L (Kato, A. et al., Genes cells 1, 569-579(1996)) were 

10 suspended in Opti-MEM medium (GIBCO) at ratio of 12 (ig, 4 |ig, 2 ^ig, 
and 4 ^ig/dish, respectively. Then, SuperFect transfection reagent 
(1 \xq DNA/5 QIAGEN) was added and left to stand at room temperature 
for 15 min and 3 ml Opti-MEM medium containing 3% FBS was added. 
Thereafter, the cells were washed twice with MEM medium without serum, 

15 and DNA-SuperFect mixture was added. After a 3 hr culture, cells were 
washed twice with MEM medium without serum, and cultured 7 0 hours 
in MEM medium containing 4 0 jig/ml cytosine (3-D-arabinof uranoside 
(AraC, Sigma) . Cells and culture supernatant were collected as P0-d3 
samples. Pellets of P0-d3 were suspended in Opti-MEM medium (10 7 

20 cells/ml) . They were f reeze-thawed three times and then mixed with 
lipofection reagent DOSPER (Boehringer Mannheim) (10 6 cells/25 \il 
DOSPER) and left to stand at room temperature for 15 min. Then, 
F-expressing LLC-MK2/F7 cells were transfected with the mixture (10 6 
cells/well in 24-well plate) and cultured with MEM medium without 

25 serum (containing 40 jxg/ml AraC and 7.5 jig /ml trypsin). Culture 
supernatants were recovered on day 3 and day 7 and were designated 
as Pl-d3 and Pl-d7 samples. 

<Envelope plasmid + F-expressing cells overlaying method> 

Transfection was carried out similarly as described above, 

30 except that 4 ^ig/dish envelope plasmid pGEM/FHN was added. After a 
3 hr culture, cells were washed twice with MEM medium without serum, 
and cultured 4 8 hours in MEM medium containing 4 0 \xq/ml cytosine 
p-D-arabinof uranoside (AraC, Sigma) and 7.5 ng/ml trypsin. After 
removing the culture supernatant, cells were overlaid with 5 ml cell 

35 suspension solution of a 100 mm dish of F-expressing LLC-MK2/F7 cells 
suspended with MEM medium without serum (containing 4 0 ng/ml AraC 
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and 7.5 jag/ml trypsin) . After a 48 hr culture, cells and supernatants 
were recovered and designated as P0-d4 samples. Pellets of P0-d4 
samples were suspended in Opti-MEM medium (2x 10 7 cells/ml) and 
f reeze-thawed three times. Then F-expressing LLC-MK2/F7 cells were 
5 overlaid with the suspension (2x 10 6 cells/well, 24-well plate) and 
cultured in MEM medium without serum (containing 4 0 (ig/ml AraC and 
7.5 jig/ml trypsin) . Culture supernatants were recovered on day 3 and 
day 7 of the culture, designated as Pl-d3 and Pl-d7 samples, 
respectively. As a control, experiment was carried out using the same 
10 method as described above, but without overlaying and adding only 
the envelope plasmid. 

<CIU (Cell Infectious Units) measurement by counting GFP-expressing 
cells (GFP-CIU)> 

LLC-MK2 cells were seeded onto a 12-well plate at 2x 10 5 
15 cells/well, and after 24 hr culture the wells were washed once with 
MEM medium without serum. Then, the cells were infected with 100 

(il/well of appropriately diluted samples described above (P0-d3 or 
P0-d4, Pl-d3, and Pl-d7), in which the samples were diluted as 
containing 10 to 100 positive cells in 10 cm 2 . After 15 min, 1 ml/well 
20 of serum-free MEM medium was added, and after a further 24 hr culture, 
cells were observed under fluorescence microscopy to count 
GFP-expressing cells . 

Measurement of CIU (Cell Infectious Units) > 

LLC-MK2 cells were seeded onto a 12-well plate at 2x 10 5 

25 cells/dish and after a 24 hr culture, cells were washed once with 
MEM medium without serum. Then, the cells were infected with 100 
(il/well of samples described above, in which the virus vector 
contained is designated as SeV/AF-GFP. After 15 min, 1 ml/well of 
MEM medium without serum was added and cultured for a further 24 hours. 

30 After the culture, cells were washed with PBS (-) three times and 
were dried up by leaving standing at room temperature for 
approximately 10 min to 15 min. To fix cells, 1 ml/well acetone was 
added and immediately removed, and then the cells were dried up again 
by leaving to stand at room temperature for approximately 10 min to 

35 15 min. 300 jil/well of anti-SeV polyclonal antibody (DN-1) prepared 
from rabbit, 100-fold diluted with PBS (-) was added to cells were 
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and incubated for 45 min at 37°C. Then, they were washed three times 
with PBS (-) and 300 ul/well of anti-rabbit IgG (H+L) 
fluorescence-labeled second antibody (Alexa™568, Molecular Probes) , 
200-fold diluted with PBS (-) was added and incubated for 45 min at 
37 °C. After washing with PBS (-) three times, the cells were observed 
under fluorescence microscopy (Emission: 560 nm, Absorption: 645 nm 
filters, Leica) to find florescent cells (Figure 40) . 

As controls, samples described above (SeV/AF-GFP) were infected 
at 100 ul/well, and after 15 min 1 ml/well of MEM without serum was 
added, and after a 24 hr culture, cells were observed under 
fluorescence microscopy (Emission: 360 nm, Absorption: 470 nm filters, 
Leica) to find GFP-expressing cells, without the process after the 
culture . 

[Example 13] Evaluation of the most suitable PLWUV (Psoralen and 
Long-Wave UV light) treatment conditions for vaccinia virus (vTF7-3) 
for increasing reconstitution efficiency of deficient-type Sendai 
virus vector 

LLC-MK2 cells were seeded onto 100 mm culture dishes at 5x 10 
cells/dish, and after a 24 hr culture, the cells were washed once 
with MEM medium without serum. Then, the cells were infected with 
recombinant vaccinia virus (vTF7-3) (Fuerst, T.R. et al., Proc. Natl. 
Acad. Sci. USA 83, 8122-812 6(198 6)) expressing T7 RNA polymerase at 
room temperature for 1 hour (moi=2) (moi=2 to 3, preferably moi=2 is 
used) . The virus used herein, was pretreated with 0.3 to 3 ug/ml 
psoralen and long-wave ultraviolet light (365 nm) for 2 to 20 min. 
Plasmids pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, and pGEM/L (Kato, A. et al., 
Genes cells 1, 569-579 (1996)) were suspended in Opti-MEM medium 
(GIBCO) at ratio of 12 ug, 4 ug, 2 ug, and 4 ug/dish, respectively. 
Then, SuperFect transfection reagent (1 ug DNA/5 ul, QIAGEN) was added 
and left to stand at room temperature for 15 min and 3 ml Opti-MEM 
medium containing 3% FBS was added. Thereafter, the cells were washed 
twice with MEM medium without serum, and then DNA-SuperFect mixture 
was added. After a 3 hr culture, cells were washed twice with MEM 
medium without serum, and cultured 48 hours in MEM medium containing 
40 ug/ml cytosine (3-D-arabinofuranoside (AraC, Sigma) . 
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Approximately 1/20 of field of view in 100 mm culture dish was observed 
by a fluorescence microscope and GFP-expressing cells were counted. 
To test the inactivation of vaccinia virus (vTF7-3), titer measurement 
by plaque formation (Yoshiyuki Nagai et al., virus experiment 
5 protocols, p291-296, 1995) was carried out. 

Further, fixing the timing of recovery after transfection to 
day 3, psoralen and UV irradiation time were examined. Using vaccinia 
virus (vTF7-3) treated with each PLWUV treatment, reconstitution 
efficiency of Sendai virus was examined. Reconstitution was carried 

10 out by modifying the method of Kato et al., namely by the procedure 
described below. LLC-MK2 cells were seeded onto a 6-well microplate 
at 5x 10 5 cells/well, and after an overnight culture (cells were 
considered to grow to Ix 10 6 cells/well) , PBS washed cells were 
infected with diluted vaccinia virus (vTF7-3) at 2x 10 6 pfu/100 (il 

15 calibrated by titer before PLWUV treatment. After a 1 hour infection, 
50 |al of Opti-MEM medium (GIBCO) was added with 1, 0.5, 1, and 4 ^g 
of plasmid pGEM/NP, pGEM/P, pGEM/L, and additional type SeV cDNA 
(pSeV18 + b ( + ) ) (Hasan, M. K. et al. , J. General Virology 78: 2813-2820, 
1997), respectively. 10 |il SuperFect (QIAGEN) was further added and 

20 left to stand at room temperature for 15 min. Then, 1 ml of Opti-MEM 
(containing 40 (ig/ml AraC) was added and overlaid onto the cells. 
Cells were recovered 3 days after transfection, then centrifuged and 
suspended in 100 |il/well PBS. The suspension was diluted 10, 100, 
and 1000-fold and 100 ^il of resultant cell solution was inoculated 

25 into embryonated chicken eggs 10 days after fertilization, using 3 
eggs for each dilution (lx 10 5 , lx 10 4 and Ix 10 3 cells, respectively) . 
After 3 days, allantoic fluid was recovered from the eggs and virus 
reconstitution was examined by HA test. Eggs showing HA activity, 
which were inoculated with lx 10 5 cells, lx 10 4 cells and lx 10 3 cells 

30 scored 1, 10, and 100 point (s), respectively, to calculate 
reconstitution efficiency. 
<Results> 

Results of Examples 12 and 13 are shown in Figures 40 to 43, 
and Table 2. The combination of envelope expressing plasmid and cell 
35 overlay increased the reconstitution efficiency of SeV/AF-GFP. 
Notable improvement was obtained in d3 to d4 (day 3 to day4) of P0 
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(before subculture) (Figure 41). In Table 2, eggs were inoculated 
with cells 3 days after transf ection . The highest reconstitution 
efficiency was obtained in day 3 when treated with 0.3 jig /ml psoralen 
for 20 min. Thus, these conditions were taken as optimal conditions 
5 (Table 2) . 

Table 2 : Effect of PLWUV treatment of vaccinia virus on reconstitution 
of Sendai virus 
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[Example 14] Preparation of LacZ-comprising, F-deficient, 
GFP-non-comprising Sendai virus vector 

Construction of F-deficient type, LacZ gene-comprising SeV vector 
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cDNA> 

To construct cDNA comprising LacZ gene at Not I restriction site 
existing at the upstream region of NP gene of pSeV18 + /AF described 
in Example 1 (pSeV ( + 18 :LacZ) /AF) , PCR was performed to amplify the 
5 LacZ gene. PCR was carried out by adjusting LacZ gene to multiples 
of 6 (Hausmann, S et al . , RNA 2, 1033-1045 (1996)) and using primer 
(5' -GCGCGGCCGCCGTACGGTGGCAACCATGTCGTTTACTTTGACCAA- 3 ' /SEQ ID NO: 
17)- comprising Not I restriction site for 5' end, and primer 
( 5 ' -GCGCGGCCGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGCGTACGCTATTACTTC 

10 TGACACCAGACCAACTGGTA-3' /SEQ ID NO: 18) comprising transcription 
termination signal of SeV (E) , intervening sequence (I), 
transcription initiation signal (S), and Not I restriction site for 
3' end, using pCMV-p (Clontech) as template. The reaction conditions 
were as follows. 50 ng pCMV-p, 200 |iM dNTP (Pharmacia Biotech), 100 

15 pM primers, 4 U Vent polymerase (New England Biolab) were mixed with 
the accompanying buffer, and 25 reaction temperature cycles of 94 °C 
30 sec, 50°C 1 min, 72 °C 2 min were used. Resultant products were 
electrophoresed with agarose gel electrophoreses. Then, 3.2 kb 
fragment was cut out and digested with NotI after purification. 

20 pSeV(+18 :LacZ) /AF was obtained by ligating with NotI digested 
fragment of pSeV18+/AF. 
Conventional method> 

LLC-MK2 cells were seeded onto 100 mm culture dish at 5x 10 6 
cells/dish, and after a 24 hour culture, the cells were washed once 

25 with MEM medium without serum. Then, the cells were infected with 
recombinant vaccinia virus (vTF7-3) (Fuerst, T.R. et al . , Proc. Natl. 
Acad. Sci. USA 83, 8122-8126 (1986)) expressing T7 RNA polymerase 
at room temperature for 1 hour (moi=2) (moi=2 to 3, preferably moi=2 
is used) . The virus used herein was pretreated with 3 fig/ml psoralen 

30 and long-wave ultraviolet light (365 nm) for 5 min. LacZ comprising, 
F-deficient type Sendai virus vector cDNA (pSeV ( + 18 : LacZ) AF) , 
pGEM/NP, pGEM/P, and pGEM/L (Kato, A. et al., Genes Cells 1, 569-579 
(1996)) were suspended in Opti-MEM medium (GIBCO) at a ratio of 12 
\iq, 4 jag, 2 |ig, and 4 jig/dish, respectively, 4 jig/dish envelope plasmid 

35 pGEM/FHN and SuperFect transfection reagent (1 \xq DNA/5 jil, QIAGEN) 
were added and left to stand at room temperature for 15 min. Then, 
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3 ml Opti-MEM medium containing 3% FBS was added and the cells were 
washed twice with MEM medium without serum, and then the DNA-SuperFect 
mixture was added. After a 3 hr culture, cells were washed twice with 
MEM medium without serum, and cultured 24 hours in MEM medium 
containing 40^ig/ml cytosine p-D-arabinofuranoside (AraC, Sigma) and 
7.5 jig/ml trypsin. Culture supernatants were removed and 5 ml of 
suspension of a 100 mm culture dish of F-expressing LLC-MK2/F7 cells 
in MEM medium without serum (containing 40 |ig/ml AraC and 7.5 (ig/ml 
trypsin) was overlaid onto the cells. After further a 48 hr culture, 
the cells and supernatants were recovered and designated as P0-d3 
samples. The P0-d3 pellets were suspended in Opti-MEM medium (2x 10 7 
cells/ml) and after 3 times of f reeze-thawing, were mixed with 
lipofection reagent DOSPER (Boehringer Mannheim) (10 6 cells/25 p.1 
DOSPER) and left to stand at room temperature for 15 min. Then, 
F-expressing LLC-MK2/F7 cells were transfected with the mixture (10 6 
cells/well, 24-well plate) and cultured with MEM medium without serum 
(containing 40 fig /ml AraC and 7.5 jig/ml trypsin). The culture 
supernatants were recovered on day 7, and designated as Pl-d7 samples. 
Further, total volumes of supernatants were infected to F-expressing 
LLC-MK2/F7 cells seeded onto 12-well plates at 37 °C for 1 hour. Then, 
after washing once with MEM medium, the cells were cultured in MEM 
medium without serum (containing 40 fig /ml AraC and 7 . 5 jig/ml trypsin) . 
The culture supernatants were recovered on day 7, and were designated 
as P2-d7 samples. Further, total volumes of supernatants were 
infected to F-expressing LLC-MK2/F7 cells seeded onto 6-well plates 
at 37 °C for 1 hour. Then, after washing once with MEM medium, the 
cells were cultured in MEM medium without serum (containing 7.5 jig/ml 
trypsin) . The culture supernatants were recovered on day 7, and were 
designated as P3-d7 samples. Further, total volumes of supernatants 
were infected to F-expressing LLC-MK2/F7 cells seeded onto 10 cm 
plates at 37 °C for 1 hour. Then, after washing once with MEM medium, 
the cells were cultured in MEM medium without serum (containing 40 
jig /ml AraC and 7.5 jig/ml trypsin). The culture supernatants were 
recovered on day 7, and were designated as P4-d7 samples. 
Measurement of CIU by counting LacZ-expressing cells (LacZ-CIU)> 
LLC-MK2 cells were seeded onto 6-well plate at 2 . 5x 10 6 
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cells/well, and after a 24 hr culture, the cells were washed once 
with MEM medium without serum and infected with 1/10 fold serial 
dilution series of P3-d7 made using MEM medium at 37 °C for 1 hour. 
Then, the cells were washed once with MEM medium and 1 . 5 ml MEM medium 
5 containing 10% serum was added. After a three-day culture at 37 °C, 
cells were stained with P-Gal staining kit (Invitrogen) . Result of 
experiment repeated three times is shown in Figure 44. As the result 
of counting LacZ staining positive cell number, lx 10 6 ClU/ml virus 
was obtained in P3-d7 samples in any case. 

10 

[Example 15] Regulation of gene expression levels using polarity 
effect in Sendai virus 
Construction of SeV genomic cDNA> 

Additional NotI sites were introduced into Sendai virus (SeV) 

15 full length genomic cDNA, namely pSeV(+) (Kato, A. et al., Genes to 
Cells 1: 569-579, 1996), in between start signal and ATG translation 
initiation signal of respective genes. Specifically, fragments of 
pSeV(+) digested with Sphl/Sall (2645 bp), Clal (3246 bp), and 
Clal/EcoRI (5146 bp) were separated with agarose gel electrophoreses 

20 and corresponding bands were cut out and then recovered and purified 

with QIAEXII Gel Extraction System ( QIAGEN ) as shown in Figure 45 (A) . 

The Sphl/Sall digested fragment, Clal digested fragment, and 
Clal/EcoRI digested fragment were ligated to LITMUS38 (NEW ENGLAND 
BIOLABS), pBluescriptll KS+ (STRATAGENE) , and pBluescriptll KS+ 

25 (STRATAGENE), respectively, for subcloning. Quickchange 
Site-Directed Mutagenesis kit (STRATAGENE) was used for successive 
introduction of NotI sites. Primers synthesized and used for each 
introduction were, sense strand: 

5' -ccaccgaccacacccagcggccgcgacagccacggcttcgg-3' (SEQ ID NO: 19), 

30 antisense strand: 5' -ccgaagccgtggctgtcgcggccgctgggtgtggtcggtgg-3' 
(SEQ ID NO: 20) for NP-P, sense strand: 

5' -gaaatttcacctaagcggccgcaatggcagatatctatag-3' (SEQ ID NO: 21), 
antisense strand: 5' -ctatagatatctgccattgcggccgcttaggtgaaatttc-3' 
(SEQ ID NO: 22) for P-M, sense strand: 

35 5' -gggataaagtcccttgcggccgcttggttgcaaaactctcccc-3' (SEQ ID NO: 23), 



70 



, . strand: 
antisense 

5'-ggggagagttttgcaaccaagcggccgcaagggactttatccc-3' (SEQ ID NO: 24) 
f or M-F, sense strand: 

5'-ggtcgcgcggtactttagcggccgcctcaaacaagcacagatcatgg-3' (SEQ ID NO: 
5 25) , antisense strand: 

5'-ccatgatctgtgcttgtttgaggcggccgctaaagtaccgcgcgacc-3' (SEQ ID NO: 
26) for F-HN, sense strand: 

5'-cctgcccatccatgacctagcggccgcttcccattcaccctggg-3' (SEQ ID NO: 27) , 

antisense strand: 
10 5'-cccagggtgaatgggaagcggccgctaggtcatggatgggcagg-3' (SEQ ID NO: 28) 

for HN-L. 

As templates, Sall/SphI fragment for NP-P, Clal fragments for 
P-M and M-F, and Clal/EcoRI fragments for F-HN and HN-L, which were 
subcloned as described above were used, and introduction was carried 
15 out according to the protocol accompanying Quickchange Site-Directed 
Mutagenesis kit . Resultants were digested again with the same enzyme 
used for subcloning, recovered, and purified. Then, they were 
assembled to Sendai virus genomic cDNA. As a result, 5 kinds of 
genomic cDNA of Sendai virus ( P SeV(+)NPP, P SeV(+)PM, P SeV(+)MF, 
20 pSeV( + )FHN, andpSeV( + )HNL) in which NotI sites are introduced between 
each gene were constructed as shown in Figure 45(B). 

As a reporter gene to test gene expression level, human secreted 
type alkaline phosphatase (SEAP) was subcloned by PCR. As primers, 
5' primer: 5' -gcggcgcgccatgctgctgctgctgctgctgctgggcctg-3' (SEQ ID 
25 NO: 2 9) and 3' primer: 

5'-gcggcgcgcccttatcatgtctgctcgaagcggccggccg-3' (SEQ ID NO: 30) 
added with AscI restriction sites were synthesized and PCR was 
performed. pSEAP-Basic (CLONTECH) was used as template and Pfu turbo 
DNA polymerase (STRATAGENE) was used as enzyme. After PCR, resultant 
30 products were digested with AscI, then recovered and purified by 
electrophoreses. As plasmid for subcloning, pBluescriptll KS+ 
incorporated in its NotI site with synthesized double strand DNA 

r strand: 
[sense 

5'-gcggccgcgtttaaacggcgcgccatttaaatccgtagtaagaaaaacttagggtgaaagt 

35 tcatcgcggccgc-3' (SEQ ID NO: 31), antisense strand: 
5'-gcggccgcgatgaactttcaccctaagtttttcttactacggatttaaatggcgcgccgtt 



71 



taaacgcggccgc-3' (SEQ ID NO: 32)] comprising multicloning site 
(Pmel-Ascl-Swal ) and termination signal-intervening 

sequence-initiation signal was constructed (Figure 46) . To AscI site 
of the plasmid, recovered and purified RCR product was ligated and 
5 cloned. The resultant was digested with NotI and the SEAP gene 
fragment was recovered and purified by electrophoreses to ligate into 
5 types of Sendai virus genomic cDNA and NotI site of pSeV18+ 
respectively. The resultant virus vectors were designated as 
pSeV(+)NPP/SEAP, pSeV (+) PM/SEAP, pSeV (+) MF/SEAP, pSeV ( + ) FHN/SEAP, 

10 pSeV(+)HNL/SEAP, and pSeV18 ( + ) /SEAP, respectively. 
<Virus reconstitution> 

LLC-MK2 cells were seeded onto 100 mm culture dishes at 2x 10 6 
cells/dish, and after 24 hour culture the cells were infected with 
recombinant vaccinia virus (PLWUV-VacT7 ) (Fuerst, T.R. et al., Proc. 

15 Natl. Acad. Sci. USA 83: 8122-8126, 1986, Kato, A. et al., Genes Cells 
1: 569-579, 1996) expressing T7 polymerase for 1 hour (moi=2) at room 
temperature for 1 hour, in which the virus was pretreated with psoralen 
and UV. Each Sendai virus cDNA incorporated with SEAP, pGEM/NP, 
pGEM/P, and pGEM/L were suspended in Opti-MEM medium (GIBCO) at ratio 

20 of 12 jag, 4 \iq, 2 jig, and 4 |ug/dish, respectively, 110 |il of SuperFect 
transfection reagent (QIAGEN) was added, and left to stand at room 
temperature for 15 min and 3 ml Opti-MEM medium containing 3% FBS 
was added. Then, the cells were washed and DNA-SuperFect mixture was 
added. After a 3 to 5 hour culture, cells were washed twice with MEM 

25 medium without serum, and cultured 72 hours in MEM medium comprising 
cytosine p-D-arabinofuranoside (AraC) . These cells were recovered 
and the pellets were suspended with 1 ml PBS, f reeze-thawed three 
times . The 100 fil of resultant was inoculated into chicken eggs, which 
was preincubated 10 days, and further incubated 3 days at 35 °C, then, 

30 allantoic fluid was recovered. The recovered allantoic fluids were 
diluted to 10" 5 to 10~ 7 and re-inoculated to chicken eggs to make it 
vaccinia virus-free, then recovered similarly and stocked in aliquots 
at -80°C. The virus vectors were designated as SeVNPP/SEAP, 
SeVPM/SEAP, SeVMF/SEAP, SeVFHN/SEAP, SeVHNL/SEAP, and SeV18/SEAP. 

35 <Titer measurement by plaque assay> 

CV-1 cells were seeded onto 6-well plates at 5x 10 5 cells/well 



72 



and cultured for 24 hours. After washing with PBS, cells were 
incubated 1 hour with recombinant SeV diluted as 10" 3 , 10~ 4 , 10" 5 , 10 
and 10" 7 by BSA/PBS ( 1% BSA in PBS ) , washed again with PBS, then overlaid 
with 3 ml/well of BSA/MEM/agarose (0.2% BSA + 2x MEM, mixed with 

5 equivalent volume of 2% agarose) and cultured at 37 °C, 0.5% C0 2 for 
6 days. After the culture, 3 ml of ethanol/acetic acid 
(ethanol: acetic acid=l:5) was added and left to stand for 3 hours, 
then removed with agarose. After washing three times with PBS, cells 
were incubated with rabbit anti-Sendai virus antibody diluted 

10 100-folds at room temperature for 1 hour. Then, after washing three 
times with PBS, cells were incubated with Alexa Flour" labeled goat 
anti rabbit Ig (G+H) (Molecular Probe) diluted 200-folds at room 
temperature for 1 hour. After washing three times with PBS, 
fluorescence images were obtained by lumino-image analyzer LAS1000 

15 (Fuji Film) and plaques were measured. Results are shown in Figure 
47. In addition, results of titers obtained are shown in Table 3. 

Table 3: Results of titers of each recombinant Sendai virus measured 
from results of plaque assay 

20 



Recombinant virus Titer (pfu/mi) 



SeV18/SEAP 


3.9X109 


SeVNPP/SEAP 


4.7X108 


SeVPM/SEAP 


3.8X109 


SeVMF/SEAP 


1.5X1010 


SeVFHN/SEAP 


7.0X109 


SeVHNUSEAP 


7.1X109 



25 



<Comparison of reporter gene expression> 

LLC-MK2 cells were seeded onto a 6-well plate at 1 to 5x 10 5 
cells/well and after a 24 hour culture, each virus vector was infected 
at moi=2 . After 24 hours, 100 jxl of culture supernatants was recovered 
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and SEAP assay was carried out. Assay was accomplished with Reporter 
Assay Kit -SEAP- (Toyobo) and measured by lumino-image analyzer 
LAS1000 (Fuji Film) . The measured values were indicated as relative 
values by designating value of SeV18 + /SEAP as 100. As a result, SEAP 
5 activity was detected regardless of the position SEAP gene was 
inserted, indicated in Figure 48. SEAP activity was found to decrease 
towards the downstream of the genome, namely the expression level 
decreased. In addition, when SEAP gene is inserted in between NP and 
P genes, an intermediate expression level was detected, in comparison 
10 to when SEAP gene is inserted in the upstream of NP gene and when 
SEAP gene is inserted between P and M genes. 

[Example 16] Increase of propagation efficiency of deficient SeV by 
double deficient AF-HN overlay method 

15 Since the SeV virus reconstitution method used now utilizes a 

recombinant vaccinia virus expressing T7 RNA polymerase (vTF7-3), 
a portion of the infected cells is killed by the cytotoxicity of the 
vaccinia virus. In addition, virus propagation is possible only in 
a portion of cells and it is preferable if virus propagation could 

20 be done efficiently and persistently in a more cells. However, in 
the case of paramyxovirus, cell fusion occurs when F and HN protein 
of the same kind virus exists on the cells surface at the same time, 
causing syncytium formation (Lamb and Kolakofsky, 1996, Fields 
virology, pll89) . Therefore, FHN co-expressing cells were difficult 

25 to subculture. Therefore, the inventors thought that recovery 
efficiency of deficient virus may increase by overlaying helper cells 
expressing deleted protein (F and HN) to the reconstituted cells.. 
By examining overlaying cells with different times of FHN expression, 
virus recovery efficiency of FHN co-deficient virus was notably 

30 increased. 

LLC-MK2 cells (lx 10 7 cells/dish) grown to 100% confluency in 
10 cm culture dishes was infected with PLWUV-treated vaccinia virus 
at moi=2 for 1 hour at room temperature. After that, mixing 12 ng/10 
cm dish, 4 jag/10 cm dish, 2 (ig/10 cm dish, 4 ng/10 cm dish, and 4 |ig/10 
35 cm dish of FHN-def icient cDNA comprising d2EGFP (pSeV18 + /AFHN-d2GFP 
(Example 8)), pGEM/NP, pGEM/P, pGEM/L, and pGEM/FHN, respectively 
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(3 ml/lOcm dish as final volume) , and using gene introduction reagent 
Super Feet (QIAGEN) , LLC-MK2 cells were introduced with genes using 
a method similar to that as described above for the reconstitution 
of F-deficient virus. After 3 hours, cells were washed three times 
5 with medium without serum, then, the detached cells were recovered 
by slow-speed centrifugation (1000 rpm/2 min) and suspended in serum 
free MEM medium containing 40 jig/ml AraC (Sigma) and 7 . 5 ng/ml trypsin 
(GIBCO) and added to cells and cultured overnight. FHN co-expressing 
cells separately prepared, which were 100% confluent 10 cm culture 
10 dishes, were induced with adenovirus AxCANCre at MOI-10, and cells 
at 4 hours, 6 hours, 8 hours, day 2, and day 3 were washed once with 
5 ml PBS(-) and detached by cell dissociation solution (Sigma). 
Cells were collected by slow speed centrifugation (1000 rpm/2 min) 
and suspended in serum free MEM medium containing 40 jig/ml AraC (Sigma) 
15 and 7.5 ng/ml trypsin (GIBCO) . This was then added to cells in which 
FHN co-deficient virus was reconstituted (P0) and cultured overnight. 
Two days after overlaying the cells, cells were observed using 
fluorescence microscopy to confirm the spread of virus by GFP 
expression within the cells. The results are shown in Figure 49. 
20 When compared to the conventional case (left panel) without overlaying 
with cells, notably more GFP-expressing cells were observed when cells 
were overlaid with cells (right). These cells were recovered, 
suspended with 10 7 cells/ml of Opti-MEM medium (GIBCO) and 
freeze-thawed for three times to prepare a cell lysate. Then, FHN 
25 co-expressing cells 2 days after induction were infected with the 
lysate at 10 6 cells/100 ul/well, and cultured 2 days in serum free 
MEM medium containing 40 ug/ml AraC (Sigma) and 7.5 fig/ml trypsin 
(GIBCO) at 37 °C in a 5% C0 2 incubator, and the virus titer of culture 
supernatant of PI cells were measured by CIU-GFP (Table 4). As a 
30 result, no virus amplification effect was detected 4 hours after FHN 
induction, and notable amplification effects were detected 6 hours 
or more after induction due to cell overlaying. Especially, viruses 
released into PI cell culture supernatant were 10 times more after 
6 hours when cell overlaying was done compared to when cell overlaying 
35 was not done. 
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Table 4: Amplification of deficient SeV by double deficient AF-HN 
cell overlaying method 



ffP-QU x10 3 /rTi 



FHsbel I +ad/ cr e 


FhN eel I - 


4h 


6h 


8h 2d 


3d 


8-10 


6-9 


80-100 


70-100 60-100 


20- 50 



5 [Example 17] Confirmation of pseudotype Sendai virus's possession 
of F-deficient genome 

Western analysis of proteins of extracts of infected cells was 
carried out to confirm that the virus propagated by VSV-G gene 
expression described above is F-deficient type. As a result, 
10 proteins derived from Sendai virus were detected, whereas F protein 
was not detected, confirming that the virus is F-deficient type 
(Figure 50) . 

[Example 18] Effect of anti-VSV antibody on infectiousness of 
15 pseudotype Sendai virus comprising F and HN gene-deficient genome 
To find out whether pseudotype Sendai virus comprising F and 
HN gene-deficient genome, which was obtained by using VSV-G 
expressing line, comprises VSV-G protein in its capsid, neutralizing 
activity of whether or not infectiousness is affected was examined 
20 using anti-VSV antibody. Virus solution and antibody were mixed and 
left to stand for 30 min at room temperature. Then, LLCG-L1 cells 
in which VSV-G expression has not been induced were infected with 
the mixture and gene-introducing capability on day 4 was analyzed 
by the existence of GFP-expressing cells. As a result, perfect 
25 inhibition of infectiousness was seen by anti-VSV antibody in the 
pseudotype Sendai virus comprising F and HN gene-deficient genome 
(VSV-G in the Figure), whereas no inhibition was detected in Sendai 
virus comprising proper capsid (F, HN in the Figure) (Figure 51) . 
Thus, the virus obtained in the present example was proven to be 
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pseudotype Sendai virus comprising VSV-G protein as its capsid, and 
that its infectiousness can be specifically inhibited by the antibody. 

[Example 19] Purification of pseudotype Sendai viruses comprising 
5 F gene-deficient and F and HN gene-deficient genomes by density 
gradient ultracentrifugation 

Using culture supernatant of virus infected cells, sucrose 
density gradient centrifugation was carried out, to fractionate and 
purify pseudotype Sendai virus comprising deficient genomes of F gene 
10 and F and HN genes . virus solution was added onto a sucrose solution 
with a 20 to 60% gradient, then ultracentrifuged for 15 to 16 hours 
at 29000 rpm using SW41 rotor (Beckman) . After ultracentrifugation, 
a hole was made at the bottom of the tube, then 300 >il fractions were 
collected using a fraction collector. For each fraction, Western 
15 analysis were carried out to test that the virus is a pseudotype Sendai 
virus comprising a genome deficient in F gene or F and HN genes, and 
VSV-G protein as capsid. Western analysis was accomplished by the 
method as described above. As a result, in F-deficient pseudotype 
Sendai virus, proteins derived from the Sendai virus, HN protein, 
20 and VSV-G protein were detected in the same fraction, whereas F protein 
was not detected, confirming that it is a F-deficient pseudotype 
Sendai virus. On the other hand, in F and HN-deficient pseudotype 
Sendai virus, proteins derived from Sendai virus, and VSV-G protein 
were detected in the same fraction, whereas F and HN protein was not 
25 detected, confirming that it is F and HN deficient pseudotype Sendai 
virus (Figure 52) . 

[Example 20] Overcoming of haemagglutination by pseudotype Sendai 
virus comprising F gene-deficient and F and HN gene-deficient genomes 

30 LLC-MK2 cells were infected with either pseudotype Sendai virus 

comprising F gene-deficient or F and HN gene-deficient genome, or 
Sendai virus with normal capsid, and on day 3, 1% avian red blood 
cell suspension was added, and left to stand for 30 min at 4°C. 
Thereafter, cell surface of infected cells expressing GFP were 

35 observed. As a result, for virus with F gene-deficient genome and 
F-deficient pseudotype Sendai virus (SeV/AF, and pseudotype 
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SeV/AF (VSV-G) by VSV-G) , agglutination reaction was observed on the 
surface of infected cells, as well as for the Sendai virus with the 
original capsid. On the other hand, no agglutination reaction was 
observed on the surface of infected cells for pseudotype Sendai virus 

5 comprising F and HN gene-deficient genome (SeV/AF-HN (VSV-G) ) (Figure 
53) . 

[Example 21] Infection specificity of VSV-G pseudotype Sendai virus 
comprising F gene-deficient genome to cultured cells 

10 Infection efficiency of VSV-G pseudotype Sendai virus 

comprising F gene-deficient genome to cultured cells was measured 
by the degree of GFP-expressing in surviving cells 3 days after 
infection using flow cytometry. LLC-MK2 cells showing almost the 
same infection efficiency in pseudotype Sendai virus comprising F 

15 gene-deficient genome and Sendai virus with original capsid were used 
as controls for comparison. As a result, no difference in infection 
efficiency was found in human ovary cancer HRA cells, whereas in Jurkat 
cells of T cell lineage about 2-fold increase in infection efficiency 
of VSV-G pseudotype Sendai virus comprising F gene-deficient genome 

20 was observed compared to controls (Figure 54) . 

[Example 22] Construction of F-deficient type Sendai virus vector 
comprising NGF 

<Reconstitution of NGF/SeV/AF> 
25 Reconstitution of NGF/SeV/AF was accomplished according to the 

above described "Envelope plasmid + F-expressing cells overlaying 
method" . Measurement of titer was accomplished by a method using 
anti-SeV polyclonal antibody. 

<Conf irmation of virus genome of NGF/SeV/AF (RT-PCR)> 
30 To confirm NGF/SeV/AF virus genome (Figure 55, upper panel), 

culture supernatant recovered from LLC-MK2/F7 cells were centrifuged, 

and RNA was extracted using QIAamp Viral RNA mini kit( QIAGEN )according 

to the manufacturer's protocol. Using the RNA template, synthesis 
and PCR of RT-PCR was carried out using SUPERSCRIPT™ ONE-STEP™ RT-PCR 
35 SYSTEM (GIBCO BRL) . As control groups, additional type SeV cDNA 
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(pSeV18 + b( + ) ) (Hasan, M. K. et al. , J. General Virology 78: 2813-2820, 
1997) was used. NGF-N and NGF-C were used as PCR primers. For NGF-N, 
forward: ACTTGCGGCCGCCAAAGTTCAGTAATGTCCATGTTGTTCTACACTCTG (SEQ ID 
NO: 33), and for NGF-C, reverse: 

5 ATCCGCGGCCGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGTCAGCCTCTTCTTGTAGC 
CTTCCTGC (SEQ ID NO: 34) were used. As a result, when NGF-N and NGF-C 
were used as primers, an NGF specific band was detected for NGF/SeV/AF 
in the RT conditions. No band was detected for the control group 
(Figure 55, bottom panel) . 

10 

[Example 23] NGF protein quantification and measurement of in vitro 
activity expressed after infection of F-def icient type SeV comprising 
NGF gene 

Infection and NGF protein expression was accomplished using 

15 LLC-MK2/F or LLC-MK2 cells grown until almost confluent on culture 
plates of diameter of 10 cm or 6 cm. NGF/ SeV/ AF and NGF/SeV/AF-GFP 
were infected to LLC-MK2/F cells, and NGF/ SeV and GFP/SeV were 
infected to LLC-MK2 cells at m.o.i 0.01, and cultured 3 days with 
MEM medium without serum, containing 7.5 jig/ml trypsin (GIBCO) . 

20 After the 3 day culture, in which almost 100% of cells are infected, 
medium was changed to MEM medium without trypsin and serum and further 
cultured for 3 days. Then, each culture supernatant were recovered 
and centrifuged at 48,000x g for 60 min. Then, quantification of NGF 
protein and measurement of in vitro activity for the supernatant were 

25 carried out. Although in the present examples, F-def icient type SeV 
(NGF/SeV/AF, NGF/SeV/AF-GFP) (see Figure 55) are infected to 
LLC-MK2/F cells, if infected with a high m. o . i . (e.g. 1 or 3) , namely, 
infected to cells that are nearly 100% confluent from the beginning, 
experiment giving similar results can be performed using F 

30 non-expressing cells. 

For NGF protein quantification, ELISA kit NGF Emax Immuno Assay 
System (Promega) and the accompanying protocol were used. 32.4 jig/ml, 
37 . 4 jig/ml, and 10 . 5 ng/ml of NGF protein were detected in NGF/ SeV/ AF, 
NGF/SeV/AF-GFP, and NGF/ SeV infected cell culture supernatant, 

35 respectively. In the culture supernatant of NGF/ SeV/ AF and 
NGF/SeV/AF-GFP infected cells, high concentration of NGF protein 
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exists, similar to culture supernatant of NGF/SeV infected cells, 
confirming that F-deficient type SeV expresses enough NGF. 

The measurement of in vitro activity of NGF protein was 
accomplished by using a dissociated culture of primary chicken dorsal 
5 root ganglion (DRG; a sensory neuron of chicken), which is sensory 
neuron of a chicken, using survival activity as an index (Nerve Growth 
Factors (Wiley, New York) , pp. 95-109 (1989)). Dorsal root ganglion 
was removed from day 10 chicken embryo, and dispersed after 0.25% 
trypsin (GIBCO) treatment at 37°C for 20 min. Using high-glucose 

10 D-MEM medium containing 100 units/ml penicillin (GIBCO), 100 units/ml 
streptomycin (GIBCO), 250 ng/ml amphotericin B (GIBCO) 20 
2-deoxyuridine (Nakarai) , 20 jiM 5-f luorodeoxyuridine (Nakarai) , 2 
mM L-glutamine (Sigma) , and 5% serum, cells were seeded onto 96-well 
plate at about 5000 cells/well. Polylysin precoated 96-well plates 

15 (Iwaki) were further coated with laminin (Sigma) before use. At the 
start point, control NGF protein or previously prepared culture 
supernatant after SeV infection was added. After 3 days, cells were 
observed under a microscope as well as conducting quantification of 
surviving cells by adding Alamer blue (CosmoBio) and using the 

20 reduction activity by mitochondria as an index (measuring 590 nm 
fluorescence, with 530 nm excitation) . Equivalent fluorescence 
signals were obtained in control (without NGF addition) and where 
1/1000 diluted culture supernatant of cells infected with 
SeV/additional-type-GFP (GFP/SeV) was added, whereas the addition 

25 of 1/1000 diluted culture supernatant of cells infected with 
NGF/SeV/AF, NGF/SeV/AF-GFP, and NGF/SeV caused a notable increase 
in fluorescence intensity, and was judged as comprising a high number 
of surviving cells and survival activity (Figure 56) . The value of 
effect was comparable to the addition of amount of NGF protein 

30 calculated from ELISA. Observation under a microscope proved a 
similar effect. Namely, by adding culture supernatant of cells 
infected with NGF/SeV/AF, NGF/SeV/AF-GFP, and NGF/SeV, an increase 
in surviving cells and notable neurite elongation was observed (Figure 
57) . Thus, it was confirmed that NGF expressed after infection of 

35 NGF-comprising F-deficient type SeV is active form. 
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[Example 24] Detailed analysis of F-expressing cells 
1. moi and induction time course of Adeno-Cre 

By using different moi of Adeno-Cre, LLC-MK2/F cells were 
infected and after induction of F protein, the amount of protein 
expression and the change in cell shape were analyzed. 

Expression level was slightly higher in moi=10 compared with 
moi-1 (Figure 58). When expression amounts were analyzed at time 
points of 6 h, 12 h, 24 h, and 48 h after induction, high expression 
level of F protein at 48 h after induction was detected in all cases. 

In addition, changes in cell shape were monitored in a time 
course as cells were infected with moi=l, 3, 10, 30, and 100. Although 
a notable difference was found up to moi=10, cytotoxicity was observed 
for moi=30 or over (Figure 59). 
2. Passage number 

15 After induction of F protein to LLC-MK2/F cells using Adeno-Cre, 

cells were passaged 7 times and expression level of F protein and 
the morphology of the cells were analyzed using microscopic 
observation. On the other hand, laser microscopy was used for 
analysis of intracellular localization of F protein after induction 
20 of F protein in cells passaged until the 20 th generation. 

For laser microscopic observation, LLC-MK2/F cells induced with 
F protein expression were put into the chamber glass and after 
overnight culture, media were removed and washed once with PBS, then 
fixed with 3.7% Formalin-PBS for 5 min . Then after washing cells once 
25 with PBS, cells were treated with 0.1% Triton X100-PBS for 5 min, 
and treated with anti-F protein monoclonal antibody (y-236) (1/100 
dilution) and FITC labeled goat anti-rabbit IgG antibody (1/200 
dilution) in this order, and finally washed with PBS and observed 
with a laser microscope. 
30 As a result, no difference was found in F protein expression 

levels in cells passaged up to 7 times (Figure 60) . No notable 
difference was observed in morphological change, infectiousness of 
SeV, and productivity. On the other hand, when cells passaged up to 
20 times were analyzed for intracellular localization of F protein 
35 using the immuno-antibody method, no big difference was found up to 
15 passages, but localization tendency of F protein was observed in 
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cells passaged more than 15 times (Figure 61) . 

Taken together, cells before 15 passages are considered 
desirable for the production of F-deficient SeV. 

5 [Example 25] Correlation between GFP-CIU and anti-SeV-CIU 

Correlation of the results of measuring Cell-Infected Unit 
(CIU) by two methods was analyzed- LLC-MK2 cells were seeded onto 
a 12-well plate at 2x 10 5 cells/dish, and after a 24 hour culture, 
cells were washed once with MEM medium without serum, and infected 

10 with 100 nl/well SeV/AF-GFP. After 15 min, 1 ml/well serum-free MEM 
medium was added and further cultured for 24 hours . After the culture, 
cells were washed three times with PBS(-) and dried up (left to stand 
for approximately 10 to 15 min at room temperature) and 1 ml/well 
acetone was added to fix cells and was immediately removed. Cells 

15 were dried up again (left to stand for approximately 10 to 15 min 
at room temperature) - Then, 300 fil/well of anti-SeV polyclonal 
antibody (DN-1) prepared from rabbits and diluted 1/100 with PBS(-) 
was added to cells and incubated at 37 °C for 45 min and washed three 
times with PBS(-). Then, to the cells, 300 jil/well of anti-rabbit 

20 IgG (H+D) fluorescence-labeled second antibody (Alex™ 568, Molecular 
Probes) diluted 1/200 with PBS(-) was added, and incubated at 37 °C 
for 45 min and washed three times with PBS(-). Then, cells with 
fluorescence were observed under fluorescence microscopy (Emission: 
560 nm, Absorption: 645 nm, Filters: Leica) . 

25 As a control, cells were infected with 100 pi /well of SeV/AF-GFP 

and after 15 min, 1 ml/well of MEM without serum was added. After 
a further 24 hour culture, GFP-expressing cells were observed under 
fluorescence microscopy (Emission: 360 nm, Absorption: 470 nm, 
Filters: Leica) without further manipulations. 

30 A Good correlation was obtained by evaluating the fluorescence 

intensity by quantification (Figure 62) . 

[Example 26] Construction of multicloning site 

A multicloning site was added to the SeV vector . The two methods 
35 used are listed below. 

1. Several restriction sites in full-length genomic cDNA of Sendai 
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virus (SeV) and genomic cDNA of pSeV18 + were disrupted, and another 
restriction site comprising the restriction site disrupted was 
introduced in between start signal and ATG translation initiation 
signal of each gene. 

2. Into already constructed SeV vector cDNA, multicloning site 
seguence and transcription initiation signal - intervening seguence- 
termination signal were added and incorporated into NotI site. 

In the case of method 1, as an introducing method, Eagl-digested 
fragment (2644 bp), Clal-digested fragment (3246 bp), 
Clal/EcoRI-digested fragment (5146 bp) , and EcoRI-digested fragment 
(5010 bp) of pSeV18 + were separated by agarose electrophoreses and 
the corresponding bands were cut out, then it was recovered and 
purified by QIAEXII Gel Extraction System (QIAGEN) . Eagl-digested 
fragment was ligated and subcloned into LITMUS38 (NEW ENGLAND BIOLABS) 
and Clal-digested fragment, Clal/EcoRI-digested fragment, and 
EcoRI-digested fragment were ligated and subcloned into pBluescriptll 
KS+ (STRATAGENE) . Quickchange Site-Directed Mutagenesis kit 
(STRATAGENE) was used for successive disruption and introduction of 
restriction sites. 

For disruption of restriction sites, Sal I: (sense strand) 
5' -ggagaagtctcaacaccgtccacccaagataatcgatcag-3' (SEQ ID NO: 35), 
(antisense strand) 5' -ctgatcgattatcttgggtggacggtgttgagacttctcc-3' 
(SEQ ID NO: 36), Nhe I: (sense strand) 

5'-gtatatgtgttcagttgagcttgctgtcggtctaaggc-3' (SEQ ID NO: 37), 
(antisense strand) 5' -gccttagaccgacagcaagctcaactgaacacatatac-3' 
(SEQ ID NO: 38), Xho I: (sense strand) 

5' -caatgaactctctagagaggctggagtcactaaagagttacctgg-3' (SEQ ID NO: 39) , 
(antisense strand) 
5'-ccaggtaactctttagtgactccagcctctctagagagttcattg-3' (SEQ ID NO: 40) , 
and for introducing restriction sites, NP-P: (sense strand) 
5' -gtgaaagttcatccaccgatcggctcactcgaggccacacccaaccccaccg-3' (SEQ ID 
N0: 41), (antisense strand) 

5' -cggtggggttgggtgtggcctcgagtgagccgatcggtggatgaactttcac-3' (SEQ ID 
N0: 42), P-M: (sense strand) 

5' -cttagggtgaaagaaatttcagctagcacggcgcaatggcagatatc-3' (SEQ ID NO: 
43) f (antisense strand) 
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5' -gatatctgccattgcgccgtgctagctgaaatttctttcaccctaag-3' (SEQ ID NO: 
44), M-F: (sense strand) 

5' -cttagggataaagtcccttgtgcgcgcttggttgcaaaactctcccc-3' (SEQ ID 
NO: 45), (antisense strand) 

5 5' -ggggagagttttgcaaccaagcgcgcacaagggactttatccctaag-3' (SEQ ID NO: 
46), F-HN: (sense strand) 

5' -ggtcgcgcggtactttagtcgacacctcaaacaagcacagatcatgg-3' (SEQ ID 
NO:47), (antisense strand) 

5' -ccatgatctgtgcttgtttgaggtgtcgactaaagtaccgcgcgacc-3' (SEQ ID 

10 NO:48), HN-L: (sense strand) 

5' -cccagggtgaatgggaagggccggccaggtcatggatgggcaggagtcc-3' (SEQ ID 
NO: 49) , (antisense strand) 

5' -ggactcctgcccatccatgacctggccggcccttcccattcaccctggg-3' (SEQ ID 
NO: 50), were synthesized and used for the reaction. After 

15 introduction, each fragment was recovered and purified similarly as 
described above, and cDNA were assembled. 

In the case of method 2, (sense strand) 
5' -ggccgcttaattaacggtttaaacgcgcgccaacagtgttgataagaaaaacttagggtga 
aagttcatcac-3' (SEQ ID NO: 51), (antisense strand) 

20 5' -ggccgtgatgaactttcaccctaagtttttcttatcaacactgttggcgcgcgtttaaacc 
gttaattaagc-3' (SEQ ID NO: 52), were synthesized, and after 
phosphorylation, annealed by 85°C 2 min, 65°C 15 min, 37°C 15 min, 
and room temperature 15 min to incorporate into SeV cDNA. 
Alternatively, multicloning sites of pUC18 or pBluescriptll , or the 

25 like, are subcloned by PCR using primers comprising termination signal 
- intervening sequence - initiation signal and then incorporate the 
resultant into SeV cDNA. The virus reconstitution by resultant cDNA 
can be performed as described above. 

30 Industrial Applicability 

The present invention provides envelope gene-deficient viral 
vectors of Paramyxoviridae . The present invention establishes a 
practical, novel, envelope gene-deficient vector system based on a 
negative-strand RNA virus for the first time. The achievement in 

35 recovering infectious deficient virus particles from F gene-deficient, 
FHN gene-deficient genomic cDNA using helper cells, paved the way 
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for the research and development of novel vectors for gene therapy, 
taking advantage of the excellent characteristics of the Sendai virus . 
The deficient type Sendai virus vector in the present invention is 
capable of introducing a gene into various cell types with an extremely 
5 high efficiency and expressing the exogenous gene at a phenomenally 
high level. Furthermore, the vector is expressed in infected cells 
persistently, and is a highly safe vector that completely lacks the 
capability to cause virus propagation, since it does not release 
secondary infectious virus particles. 



10 
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CLAIMS 

1. A virus vector of Paramyxoviridae comprising a complex comprising 
(a) a paramyxovirus-derived negative-strand single-stranded RNA 

5 modified not to express at least one envelope protein of viruses 
belonging to Paramyxoviridae, and (b) a protein that binds to said 
negative-strand single-stranded RNA. 

2. The vector according to claim 1, wherein the negative-strand 
single-stranded RNA expresses NP protein, P protein, and L protein, 

10 and is modified not to express F protein and/or HN protein. 

3. The vector according to claim 1 or 2, comprising at least one of 
the envelope proteins whose expression was suppressed in the modified 
negative-strand single-stranded RNA. 

4. A vector according to any one of claims 1 to 3, comprising VSV-G 
15 protein. 

5. A vector according to any one of claims 1 to 4, wherein the 
negative-strand single-stranded RNA is derived from Sendai virus. 

6. A vector according to any one of claims 1 to 5, wherein the 
negative-strand single-stranded RNA further encodes an exogenous 

20 gene. 

7. A DNA encoding negative-strand single-stranded RNA comprised in 
a vector according to any one of claims 1 to 6, or the complementary 
strand thereof. 

8. A method for producing a vector according to any one of claims 
25 1 to 6, comprising the following steps of: 

(a) expressing vector DNA encoding a paramyxovirus-derived 
negative-strand single-stranded RNA modified not to express at least 
one envelope protein of Paramyxoviridae viruses, or the complementary 
strand, by introducing into cells expressing the envelope protein, 
30 (b) culturing said cells, and, 

(c) recovering the virus particles from the culture supernatant. 

9. A method for producing a vector according to any one of claims 
1 to 6, comprising the steps of, 

(a) introducing, a complex comprising a paramyxovirus-derived 
35 negative-strand single-stranded RNA modified not to express at least 
one envelope protein of Paramyxoviridae viruses, and a protein binding 
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to said negative-strand single-stranded RNA, into cells expressing 
said envelope protein, 

(b) culturing said cells, and, 

(c) recovering virus particles from the culture supernatant. 

10. The method according to claim 8 or 9, wherein the cell culture 
in (b) is a co-culture with cells expressing envelope proteins. 

11. The method according to claim 8 or 9, wherein cells expressing 
envelope proteins are overlaid to said cells in cell culture in (b) . 

12. A method according to any one of claims 8 to 11, wherein at least 
one envelope protein expressed by cells is identical to at least one 
envelope protein whose expression is suppressed in the 
negative-strand single-stranded RNA described above. 

13. A method according to any one of claims 8 to 12, wherein at least 
one envelope protein expressed by the cells is VSV-G protein. 
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ABSTRACT 



F gene-deficient virus virions are successfully recovered by 
using an F gene-deficient Sendai virus genomic cDNA. Further, F 
gene-deficient infectious viral particles are successfully 
constructed by using F-expressing cells as helper cells . Also, F gene 
and HN gene-deficient virus virions are successfully recovered by 
using a virus genomic cDNA deficient in both F gene and HN gene. 
Further, F gene and HN gene-deficient infectious viral particles are 
successfully produced by using F- and HN-expressing cells as helper 
cells. A virus deficient in F gene and HN gene and having F protein 
is constructed by using F-expressing cells as helper cells. Further, 
a VSV-G pseudo type virus is successfully constructed by using 
VSV-G-expressing cells. Techniques for constructing these deficient 
viruses contribute to the development of vectors of Paramyxoviridae 
usable in gene therapy. 
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